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Comments for pYES2/NT A:
6038 nucleotides

GAL1 promoter: bases 1-451
GAL1 forward priming site: bases 414-437
T7 promoter/priming site: bases 475-494
ATG initiation codon: bases 510-512
Polyhistidine (6xHis) region: bases 522-539

Xpress™ epitope: bases 579-602

Enterokinase (EK) recognition site: bases 588-602

Multiple cloning site: bases 602-669

V5 epitope: bases 682-723

Polyhistidine (6xHis) region: bases 733-750

CYCL1 transcription termination signal: 783-1036

CYC1 reverse priming site: bases 800-818

pUC origin: bases 1220-1893

Ampicillin resistance gene: bases 2038-2898 (complementary strand)
URAZ3 gene: bases 2916-4023 (complementary strand)

2 origin: bases 4027-5498

f1 origin: bases 5566-6021 (complementary strand)
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