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PRODUCT INFORMATION
Content:
- 1 disk of lyophilized GT100 E. coli bacteria transformed by pORF-LacZ.
- GT100 genotype is: F-, mcrA , ∆(mrr-hsdRMS-mcrBC) , Ø80lacZ∆M15 ,
∆lacX74, recA1 , endA1.
- 4 pouches of E. coli FastMedia™ Amp.
Storage and stability:
- Products are shipped at room temperature.
- Transformed bacteria should be stored at -20°C and are stable up to 1 year.
- Store E. coli FastMedia™ Amp at room temperature. FastMedia™ pouches are
stable 18 months when stored properly.
Quality control:
- Plasmid construct has been confirmed by restriction analysis and sequencing.
- Bacteria have been lyophilized, and their viability upon resuspension has
been verified.

GENERAL PRODUCT USE
pORF is a ready-made expression vector containing a gene of interest.

pORF may be used for:
Obtaining a gene to subclone into another vector. Two unique restriction
sites flank the gene, allowing convenient excision.  These restriction sites are
compatible with many restriction sites contained in multiple cloning sites, thus
facilitating subcloning.
Gene expression in mammalian cells. Cells may be transiently transfected with
pORF. The secreted protein may be harvested in the cell culture supernatant as
all secreted proteins in pORF possess a signal sequence.

LacZ gene may be cut out by using BamH I and Nhe I enzymes
BamH I is compatible with Bgl II, BstY I, Bcl I and Dpn II.
Nhe I is compatible with Xba I, Spe I, and Avr II.

PLASMID FEATURES
• EF-1αα / HTLV hybrid promoter is a composite promoter comprised of the
Elongation Factor-1α (EF-1α) promoter1 and 5’ untranslated region of the
Human T-Cell Leukemia Virus (HTLV). EF-1α utilizes a type 2 promoter that
encodes for a "house keeping" gene. The promoter is stronger than CMV and is
expressed at high levels in all cell cycles and lower levels during G0 phase. The
promoter is also non-tissue specific; it is highly expressed in all cell types. The
R segment and part of the U5 sequence (R-U5’) of the HTLV Type 1 Long
Terminal Repeat2 has been coupled to the EF-1α promoter to enhance stability
of DNA and RNA. This modification not only increases steady state transcription,
but also significantly increases translation efficiency possibly through mRNA
stabilization.
• Intron I117 5’UTR: InvivoGen utilizes an inducible promoter for the second
transcriptional unit that is spliced out as an intron in mammalian cells. LacI
expression causes overproduction of Lac repressor protein acting on the
bacterial promoter to repress the expression of the gene. This safeguard is
essential when the second transcription gene product is toxic to E. coli.
Treatment with IPTG enables the expression of the second transcription unit
in bacteria constitutively expressing LacI.

• LacZ Gene
LacZ gene from the ATG to the stop codon. 
Size:  3054 bp
• EF1 pAn is a strong polyadenylation signal. InvivoGen uses a sequence
starting after the stop codon of the EF1 cDNA and finishing after a
bent structure rich in GT
• pMB1 Ori is a minimal E. coli origin of replication with the same activity
as the longer Ori.
• Amp (ampicillin resistance gene): The ampicillin resistance gene allows the
selection of bacteria carrying the pORF plasmid.

References
1- Kim et al (1990). Gene 2: 217-223.
2- Takebe et al (1988). Mol. Cell Biol. 1: 466-472.

METHODS
Growth of pORF-transformed bacteria:
Use sterile conditions to do the following: 
1- Resuspend the lyophilized E. coli by adding 1 ml of LB medium in the
tube containing the disk. Let sit for 5 minutes. Mix gently by inverting the
tube several times.
2- Streak bacteria taken from this suspension on an ampicillin LB agar plate
prepared with the E. coli FastMedia™ Amp agar provided (see below).
3- Place the plate in an incubator at 37˚C overnight.  
4- Isolate a single colony and grow the bacteria in TB supplemented with
ampicillin using the FastMedia™ Amp liquid provided (see below).
5- Extract the pORF plasmid DNA using the method of your choice.

Selection of bacteria with E. coli FastMedia™ Amp:
E. coli FastMedia™ Amp is a new, fast and convenient way to prepare
liquid and solid media for bacterial culture by using only a microwave.
E. coli FastMedia™ Amp is a TB (liquid) or LB (solid) based medium
with ampicillin, and contains stabilizers. 
E. coli FastMedia™ Amp can be ordered separately (catalog code # fas-am-l,
fas-am-s, fas-am-x).

Method:
1- Pour the contents of a pouch into a clean borosilicate glass bottle or flask.
2- Add 200 ml of distilled water to the flask
3- Heat in a microwave on MEDIUM power setting (about 400Watts), until
bubbles start appearing (approximately 3 minutes).  Do not heat a closed
container.  Do not autoclave FastMedia™.
4- Swirl gently to mix the preparation.  Be careful, the bottle and media are
hot, use heatproof pads or gloves and care when handling.
5- Reheat the media for 30 seconds and gently swirl again. Repeat as
necessary to completely dissolve the powder into solution. But be
careful to avoid overboiling and volume loss.
6- Let agar medium cool to 45˚C before pouring plates. Let liquid media cool
to 37˚C before seeding bacteria.  
Note: Do not reheat solidified FastMedia™ as the antibiotic will be
permanently destroyed by the procedure.
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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACCGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACgtaagtgatatctactagatttatcaaaaagagtgttgacttgtgagcgctcacaa

ttgatacttagattcatcgagagggacacgtcgactactaaccttcttctctttcctacagCTGAGATCACCGGTAGGAGGGCCATCATGGATCCCGTCG

TTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCG

CACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGCGCTTTGCCTGGTTTCCGGCACCAGAAGCGGTGCCGGAAAGCTGGCTGGAGTGC

GATCTTCCTGAGGCCGATACTGTCGTCGTCCCCTCAAACTGGCAGATGCACGGTTACGATGCGCCCATCTACACCAACGTAACCTATCCCATTACGGTCA

ATCCGCCGTTTGTTCCCACGGAGAATCCGACGGGTTGTTACTCGCTCACATTTAATGTTGATGAAAGCTGGCTACAGGAAGGCCAGACGCGAATTATTTT

TGATGGCGTTAACTCGGCGTTTCATCTGTGGTGCAACGGGCGCTGGGTCGGTTACGGCCAGGACAGTCGTTTGCCGTCTGAATTTGACCTGAGCGCATTT

TTACGCGCCGGAGAAAACCGCCTCGCGGTGATGGTGCTGCGTTGGAGTGACGGCAGTTATCTGGAAGATCAGGATATGTGGCGGATGAGCGGCATTTTCC

GTGACGTCTCGTTGCTGCATAAACCGACTACACAAATCAGCGATTTCCATGTTGCCACTCGCTTTAATGATGATTTCAGCCGCGCTGTACTGGAGGCTGA

AGTTCAGATGTGCGGCGAGTTGCGTGACTACCTACGGGTAACAGTTTCTTTATGGCAGGGTGAAACGCAGGTCGCCAGCGGCACCGCGCCTTTCGGCGGT

GAAATTATCGATGAGCGTGGTGGTTATGCCGATCGCGTCACACTACGTCTGAACGTCGAAAACCCGAAACTGTGGAGCGCCGAAATCCCGAATCTCTATC

GTGCGGTGGTTGAACTGCACACCGCCGACGGCACGCTGATTGAAGCAGAAGCCTGCGATGTCGGTTTCCGCGAGGTGCGGATTGAAAATGGTCTGCTGCT

GCTGAACGGCAAGCCGTTGCTGATTCGAGGCGTTAACCGTCACGAGCATCATCCTCTGCATGGTCAGGTCATGGATGAGCAGACGATGGTGCAGGATATC

CTGCTGATGAAGCAGAACAACTTTAACGCCGTGCGCTGTTCGCATTATCCGAACCATCCGCTGTGGTACACGCTGTGCGACCGCTACGGCCTGTATGTGG

TGGATGAAGCCAATATTGAAACCCACGGCATGGTGCCAATGAATCGTCTGACCGATGATCCGCGCTGGCTACCGGCGATGAGCGAACGCGTAACGCGAAT

GGTGCAGCGCGATCGTAATCACCCGAGTGTGATCATCTGGTCGCTGGGGAATGAATCAGGCCACGGCGCTAATCACGACGCGCTGTATCGCTGGATCAAA

TCTGTCGATCCTTCCCGCCCGGTGCAGTATGAAGGCGGCGGAGCCGACACCACGGCCACCGATATTATTTGCCCGATGTACGCGCGCGTGGATGAAGACC

AGCCCTTCCCGGCTGTGCCGAAATGGTCCATCAAAAAATGGCTTTCGCTACCTGGAGAGACGCGCCCGCTGATCCTTTGCGAATACGCCCACGCGATGGG

TAACAGTCTTGGCGGTTTCGCTAAATACTGGCAGGCGTTTCGTCAGTATCCCCGTTTACAGGGCGGCTTCGTCTGGGACTGGGTGGATCAGTCGCTGATT

AAATATGATGAAAACGGCAACCCGTGGTCGGCTTACGGCGGTGATTTTGGCGATACGCCGAACGATCGCCAGTTCTGTATGAACGGTCTGGTCTTTGCCG

ACCGCACGCCGCATCCAGCGCTGACGGAAGCAAAACACCAGCAGCAGTTTTTCCAGTTCCGTTTATCCGGGCAAACCATCGAAGTGACCAGCGAATACCT

GTTCCGTCATAGCGATAACGAGCTCCTGCACTGGATGGTGGCGCTGGATGGTAAGCCGCTGGCAAGCGGTGAAGTGCCTCTGGATGTCGCTCCACAAGGT

AAACAGTTGATTGAACTGCCTGAACTACCGCAGCCGGAGAGCGCCGGGCAACTCTGGCTCACAGTACGCGTAGTGCAACCGAACGCGACCGCATGGTCAG

AAGCCGGGCACATCAGCGCCTGGCAGCAGTGGCGTCTGGCGGAAAACCTCAGTGTGACGCTCCCCGCCGCGTCCCACGCCATCCCGCATCTGACCACCAG

CGAAATGGATTTTTGCATCGAGCTGGGTAATAAGCGTTGGCAATTTAACCGCCAGTCAGGCTTTCTTTCACAGATGTGGATTGGCGATAAAAAACAACTG

CTGACGCCGCTGCGCGATCAGTTCACCCGTGCACCGCTGGATAACGACATTGGCGTAAGTGAAGCGACCCGCATTGACCCTAACGCCTGGGTCGAACGCT

GGAAGGCGGCGGGCCATTACCAGGCCGAAGCAGCGTTGTTGCAGTGCACGGCAGATACACTTGCTGATGCGGTGCTGATTACGACCGCTCACGCGTGGCA

GCATCAGGGGAAAACCTTATTTATCAGCCGGAAAACCTACCGGATTGATGGTAGTGGTCAAATGGCGATTACCGTTGATGTTGAAGTGGCGAGCGATACA

CCGCATCCGGCGCGGATTGGCCTGAACTGCCAGCTGGCGCAGGTAGCAGAGCGGGTAAACTGGCTCGGATTAGGGCCGCAAGAAAACTATCCCGACCGCC

TTACTGCCGCCTGTTTTGACCGCTGGGATCTGCCATTGTCAGACATGTATACCCCGTACGTCTTCCCGAGCGAAAACGGTCTGCGCTGCGGGACGCGCGA

ATTGAATTATGGCCCACACCAGTGGCGCGGCGACTTCCAGTTCAACATCAGCCGCTACAGTCAACAGCAACTGATGGAAACCAGCCATCGCCATCTGCTG

CACGCGGAAGAAGGCACATGGCTGAATATCGACGGTTTCCATATGGGGATTGGTGGCGACGACTCCTGGAGCCCGTCAGTATCGGCGGAATTACAGCTGA

MetAspProValV

a lLeuG lnArgArgAspTrpG luAsnProG lyVa lThrG lnLeuAsnArgLeuAlaA laH isProProPheAlaSerTrpArgAsnSerG luG luA laAr

gThrAspArgProSerG lnG lnLeuArgSerLeuAsnGlyG luTrpArgPheAlaTrpPheProAlaProG luAlaVa lProG luSerTrpLeuGluCys

AspLeuProG luA laAspThrVa lVa lVa lP roSerAsnTrpG lnMetH isG lyTyrAspAlaPro I l eTyrThrAsnVa lThrTyrPro I l eThrVa lA

snProProPheVa lProThrG luAsnProThrG lyCysTyrSerLeuThrPheAsnVa lAspG luSerTrpLeuGlnG luG lyG lnThrArg I l e I lePh

eAspGlyValAsnSerAlaPheHisLeuTrpCysAsnGlyArgTrpValG lyTyrGlyGlnAspSerArgLeuProSerGluPheAspLeuSerAlaPhe

LeuArgAlaGlyGluAsnArgLeuAlaValMetValLeuArgTrpSerAspGlySerTyrLeuGluAspGlnAspMetTrpArgMetSerGly I lePheA

rgAspVa lSerLeuLeuH isLysProThrThrG ln I leSerAspPheHisValAlaThrArgPheAsnAspAspPheSerArgAlaValLeuGluAlaGl

uVa lG lnMetCysG lyG luLeuArgAspTyrLeuArgVa lThrVa lSerLeuTrpG lnG lyG luThrG lnVa lA laSerG lyThrA laProPheG lyG ly

G l u I l e I leAspGluArgGlyG lyTyrAlaAspArgValThrLeuArgLeuAsnValG luAsnProLysLeuTrpSerAlaG lu I leProAsnLeuTyrA

rgA laVa lVa lG luLeuH i sThrA laAspG lyThrLeu I l eG luA laG luA laCysAspVa lG lyPheArgG luVa lArg I leGluAsnGlyLeuLeuLe

uLeuAsnGlyLysProLeuLeuI l eArgG lyVa lAsnArgH isG luH i sH i sP roLeuH isG lyG lnVa lMetAspG luG lnThrMetVa lG lnAsp I l e

LeuLeuMetLysGlnAsnAsnPheAsnAlaValArgCysSerHisTyrProAsnHisProLeuTrpTyrThrLeuCysAspArgTyrGlyLeuTyrValV

a lAspG luA laAsn I leGluThrHisGlyMetValProMetAsnArgLeuThrAspAspProArgTrpLeuProAlaMetSerGluArgValThrArgMe

tValG lnArgAspArgAsnHisProSerVal I l e I l eTrpSerLeuG lyAsnG luSerG lyH isG lyA laAsnH isAspA laLeuTyrArgTrp I leLys

SerVa lAspProSerArgProVa lG lnTyrG luG lyG lyG lyA laAspThrThrA laThrAsp I l e I leCysProMetTyrAlaArgValAspGluAspG

lnP roPheProA laVa lP roLysTrpSer I leLysLysTrpLeuSerLeuProG lyG luThrArgProLeu I l eLeuCysG luTyrA laH isA laMetG l

yAsnSerLeuGlyG lyPheAlaLysTyrTrpG lnAlaPheArgGlnTyrProArgLeuGlnG lyG lyPheVa lTrpAspTrpVa lAspGlnSerLeu I l e

LysTyrAspGluAsnGlyAsnProTrpSerAlaTyrGlyGlyAspPheGlyAspThrProAsnAspArgGlnPheCysMetAsnGlyLeuValPheAlaA

spArgThrProH isP roA laLeuThrG luA laLysH isG lnG lnG lnPhePheG lnPheArgLeuSerG lyG lnThr I l eG luVa lTh rSe rG luTy rLe

uPheArgHisSerAspAsnGluLeuLeuHisTrpMetVa lA laLeuAspGlyLysProLeuAlaSerG lyG luVa lProLeuAspVa lA laProG lnG ly

LysG lnLeu I l eG luLeuProG luLeuProG lnProG luSerA laG lyG lnLeuTrpLeuThrVa lArgVa lVa lG lnP roAsnA laThrA laTrpSerG

l u A l a G l y H i s I l eSe rA laTrpG lnG lnTrpArgLeuA laG luAsnLeuSerVa lThrLeuProA laA laSerH i sA la I leProH isLeuThrThrSe

rGluMetAspPheCysI leG luLeuGlyAsnLysArgTrpGlnPheAsnArgGlnSerG lyPheLeuSerG lnMetTrp I leG lyAspLysLysGlnLeu

LeuThrProLeuArgAspGlnPheThrArgAlaProLeuAspAsnAspI l eG l yVa l Se rG l uA l aTh rA rg I leAspProAsnAlaTrpValG luArgT

rpLysA laA laG lyH isTyrG lnA laG luA laA laLeuLeuG lnCysThrA laAspThrLeuA laAspA laVa lLeu I l eTh rTh rA l aH i sA l aT rpG l

nH isG lnG lyLysThrLeuPhe I leSerArgLysThrTyrArg I l eAspG lySe rG lyG lnMetA la I l eThrVa lAspVa lG luVa lA laSerAspThr

P roH i sP roA l aArg I leG lyLeuAsnCysGlnLeuAlaG lnVa lA laG luArgVa lAsnTrpLeuGlyLeuGlyProG lnG luAsnTyrProAspArgL

euThrAlaAlaCysPheAspArgTrpAspLeuProLeuSerAspMetTyrThrProTyrValPheProSerGluAsnGlyLeuArgCysGlyThrArgGl

uLeuAsnTyrGlyProHisGlnTrpArgGlyAspPheGlnPheAsnI leSerArgTyrSerG lnG lnG lnLeuMetG luThrSerH isArgH isLeuLeu

H i sA laG luG luG lyThrT rpLeuAsn I leAspG lyPheH isMetG ly I l eG lyG lyAspAspSerTrpSerProSerVa lSerA laG luLeuG lnLeuS
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GCGCCGGTCGCTACCATTACCAGTTGGTCTGGTGTCAAAAATAATAATCTAGTCGAGAATTCGCTAGCATTATCCCTAATACCTGCCACCCCACTCTTAA

TCAGTGGTGGAAGAACGGTCTCAGAACTGTTTGTTTCAATTGGCCATTTAAGTTTAGTAGTAAAAGACTGGTTAATGATAACAATGCATCGTAAAACCTT

CAGAAGGAAAGGAGAATGTTTTGTGGACCACTTTGGTTTTCTTTTTTGCGTGTGGCAGTTTTAAGTTATTAGTTTTTAAAATCAGTACTTTTTAATGGAA

ACAACTTGACCAAAAATTTGTCACAGAATTTTGAGACCCATTAAAAAAGTTAAATGAGAAACCTGTGTGTTCCTTTGGTCAACACCGAGACATTTAGGTG

AAAGACATCTAATTCTGGTTTTACGAATCTGGAAACTTCTTGAAAATGTAATTCTTGAGTTAACACTTCTGGGTGGAGAATAGGGTTGTTTTCCCCCCAC

ATAATTGGAAGGGGAAGGAATATCATTTAAAGCTATGGGAGGGTTTCTTTGATTACAACACTGGAGAGAAATGCAGCATGTTGCTGATTGCCTGTCACTA

AAACAGGCCAAAAACTGAGTCCTTGGGTTGCATAGAAAGCTTCATGTTGCTAAACCAATGTTAAGTGAATCTTTGGAAACAAAATGTTTCCAAATTACTG

GGATGTGCATGTTGAAACGTGGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCA

TAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGA

AGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCAATGCTCACGCT

GTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCG

TCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTC

TTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTT

GATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTT

TTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTAAATTAA

AAATGAAGTTTTAAATCAATCTAAAGTATATATGAGTAAACTTGGTCTGACAGTTACCAATGCTTAATCAGTGAGGCACCTATCTCAGCGATCTGTCTAT

TTCGTTCATCCATAGTTGCCTGACTCCCCGTCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTGGCCCCAGTGCTGCAATGATACCGCGAGACCC

ACGCTCACCGGCTCCAGATTTATCAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTTATCCGCCTCCATCCAGTCTATT

AATTGTTGCCGGGAAGCTAGAGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTACAGGCATCGTGGTGTCACGCTCGTCGTTTG

GTATGGCTTCATTCAGCTCCGGTTCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGCGGTTAGCTCCTTCGGTCCTCCGATCGT

TGTCAGAAGTAAGTTGGCCGCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATGCCATCCGTAAGATGCTTTTCTGTGACT

GGTGAGTACTCAACCAAGTCATTCTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAATACGGGATAATACCGCGCCACATAGCAGAA

CTTTAAAAGTGCTCATCATTGGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATCCAGTTCGATGTAACCCACTCGTGCACC

CAACTGATCTTCAGCATCTTTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCCGCAAAAAAGGGAATAAGGGCGACACGGAAA

TGTTGAATACTCATACTCTTCCTTTTTCAATATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATACATATTTGAATGTATTTAGAAAAATA

AACAAATAGGGGTTCCGCGCACATTTCCCCGAAAAGTGCCACCTGACGTCTAAGAAACCATTATTATCATGACATTAACCTATAAAAATAGGCGTATCAC
GAGGCCCTTTCGTCTCGCGCGTTTCGGTGATGACGGTGAAAACCTCTGACACATGCAGCTCCCGGAGACGGTCACAGCTTGTCTGTAAGCGGATGCCGGG
AGCAGACAAGCCCGTCAGGGCGCGTCAGCGGGTGTTGGCGGGTGTCGGGGCTGGCTTAACTATGCGGCATCAGAGCAGATTGTACTGAGAGTGCACCATA

TGGATCTCGAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACA
AAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

erA laG lyArgTyrH isTyrG lnLeuVa lTrpCysG lnLys•••
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