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PRODUCT INFORMATION

Content:

- 1 disk of lyophilized GT100 E. coli bacteria transformed by pDRIVE-SV40/hAlb.
- GT100 genotype is: F-, mcrA, A(mrr-hsdRMS-mcrBC), @80lacZAM15,
AlacX74, recAl, endAl.

- 4 pouches of E. coli Fast-Media® Zeo

Shipping and storage:

- Products are shipped at room temperature.

- Transformed bacteria should be stored at -20°C. Bacteria are stable up to one
year when properly stored.

- Store E. coli Fast-Media® Zeo at room temperature. Fast-Media® pouches are
stable 18 months when stored properly.

- Plasmid construct has been confirmed by restriction analysis and sequencing.
- Bacteria have been lyophilized, and their viability upon resuspension has been
verified.

- Promoter activity has been confirmed by transient transfection of Hep-G2, 293
cells as well as other selected cell lines.

GENERAL PRODUCT USE

PDRIVE is an expression plasmid containing a native or composite promoter
of interest. pDRIVE may be used to:

- Subclone a promoter of interest into another vector. Uniquerestriction
sites are present at each end of the promoter allowing convenient excision.
The 5’ sites include Sda 1, Pst 1, and Spe 1. Sda 1 is compatible with Nsi I and Pst 1.
Spe 1 is compatible with Avr II, Nhe I and Xba 1. The 3’ restriction site is Nco 1
which includes the ATG start codon, and is compatible with BspH 1 and
BspLUI11 1.

- Compare the activity of different promoters in transient transfection experiments.
Each pDRIVE promoter drives the expression of the LacZ reporter gene which
allows for testing of the promoter’s activity in transient transfection experiments.
Furthermore, the LacZ gene is flanked by unique restriction sites (Nco I and
EcoR 1) for easy replacement with a different gene of interest.

COMPOSITE PROMOTER CHARACTERISTICS

[Element Name Origin Size bp
(Core Promoter] Albumin Human 175
5’UTR Albumin Human 39
[Enhancer SV40 Viral 235

Albumin promoter

The albumin gene is transcribed at very high levels in fetal liver and unlike the
adjacent AFP gene remains active after birth. A small segment of the albumin
5’ flanking region, from -170 to +20, is sufficient for promoter activity and
specificity'. This segment contains the CCAAT box, TATA box and the
binding site for HNF1, a liver specific transcription factor. The albumin
promoter is a liver-specific promoter. It can drive the expression of a
transgene, such as HSVtk, specifically in hepatocellular carcinoma cells
eliminating the risk of sytstemic toxicity of GCV>.

SV40 enhancer

The simian virus 40 enhancer is comprised of a 72-base-pair repeat. Its efficiency
to increase promoter activity has been demonstrated by many groups in the
mid-eighties***. The SV40 enhancer exhibits a pronounced host range in its
enhancement of gene expression; the enhancement varies from 2-fold in non-
permissive cells to 20-fold in permissive cells. Furthermore, the SV40
enhancer is able to direct nuclear localization of plasmids®.

PLASMID FEATURES

* LacZ gene encodes 3-galactosidase an enzyme that catalyzes the hydrolysis of
X-Gal, producing a blue precipitate that can be easily visualized under a microscope.
* SV40 pAn: The Simian Virus 40 late polyadenylation signal enables efficient
cleavage and polyadenylation reactions resulting in high levels of steady-state
mRNA.

* pMBI1 Ori is a minimal E. coli origin of replication with the same activity
as the longer Ori.

* EM7 is a bacterial promoter that enables the constitutive expression of the
antibiotic resistance gene in E. coli.

* Sh ble gene confers zeocin resistance therefore allowing the selection of
transformed E. coli carrying a pDRIVE plasmid.

Note: Stable transfection of clones cannot be performed due to the absence of
an eukaryotic promoter upstream of the Sh ble gene.

METHODS

Growth of pDRIVE-transformed bacteria:

Use sterile conditions to do the following:

1- Resuspend the lyophilized E. coli by adding 1 ml of LB medium in the
tube containing the disk. Let sit for 5 minutes. Mix gently by inverting the
tube several times.

2- Streak bacteria taken from this suspension on a zeocin LB agar plate prepared
with the E. coli Fast-Media® Zeo agar provided (see below).

3- Place the plate in an incubator at 37°C overnight.

4- Isolate a single colony and grow the bacteria in TB supplemented with
zeocin using the Fast-Media® Zeo liquid provided (see below).

5- Extract the pDRIVE plasmid DNA using the method of your choice.

Selection of bacteria with E. coli Fast-Media Zeo:

E. coli Fast-Media® Zeo is a new, fast and convenient way to prepare liquid
Fast-Media® Zeo is a TB (liquid) or LB (solid) based medium with zeocin, and
contains stabilizers.

E. coli Fast-Media® Zeo can be ordered separately (catalog code # fas-zn-1,
fas-zn-s).

Method:

1- Pour the contents of a pouch into a clean borosilicate glass bottle or flask.
2- Add 200 ml of distilled water to the flask

3- Heat in a microwave on MEDIUM power setting (about 400Watts), until
bubbles start appearing (approximately 3 minutes). Do not heat a closed
container. Do not autoclave Fast-Media®.

4- Swirl gently to mix the preparation. Be careful, the bottle and media are hot,
use heatproof pads or gloves and care when handling.

5- Reheat the media for 30 seconds and gently swirl again. Repeat as necessary
to completely dissolve the powder into solution. But be careful to avoid
overboiling and volume loss.

6- Let agar medium cool to 45°C before pouring plates. Let liquid media cool
to 37°C before seeding bacteria.

Note: Do not reheat solidified Fast-Media® as the antibiotic will be permanently
destroyed by the procedure.
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PstI (6)
Sdal (6) Acc651 (43)
1 CCTGCAGGGCCTGAAATAACCTCTGAAAGAGGAACTTGGTTAGGTACCTTCTGAGGCTGAAAGAACCAGCTGTGGAATGTGTGTCAGTTAGGGTGTGGAA

101 AGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCAGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAG

Spel (243) Sspl (302)
201 TATGCAAAGCATGCATCTCAATTAGTCAGCAACCATAGTCCCACTAGTTCCAGATGGTAAATATACACAAGGGATTTAGTCAAACAATTTTTTGGCAAGA

301 ATATTATGAATTTTGTAATCGGTTGGCAGCCAATGAAATACAAAGATGAGTCTAGTTAATAATCTACAATTATTGGTTAAAGAAGTATATTAGTGCTAAT

+1 (418) Ncol (455) Nhel (493)
401 TTCCCTCCGTTTGTCCTAGCTTTTCTCTTCTGTCAACCCCACACGCCTTTGGCACCATGGGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCAT
#Me tGl yGl ySer Hi sHi sHi sHi sHi sHi sGl yMe tAl aSer Me
Bsu36lI (554)
Acc651 (549)
501 GACTGGTGGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGTACCTAAGGATCAGCTTGGAGTTGATCCCGTCGTTTTACAACGTCGTGAC
15k tThr Gl yGl yGI nGI nMe tGl yArgAspLeuTyrAspAspAspAspLysVal ProLysAspGl nLeuGlyValAspProVal Val LeuGl nArgArgAsp
601 TGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCC
49F TrpGl uAsnProGl yVal Thr Gl nLeuAsnArgLeuAl aAl aHi sProP roPheAl aSer TrpArgAsnSer Gl uGl uAl aArgThrAspArgProSer G
Bsu36I (791)
701 AACAGTTGCGCAGCCTGAATGGCGAATGGCGCTTTGCCTGGTTTCCGGCACCAGAAGCGGTGCCGGAAAGCTGGCTGGAGTGCGATCTTCCTGAGGCCGA
82F InGlnLeuArgSer LeuAsnGl yGluTrpArgPheAl aTrpPheProAl aProGluAlaValProGluSer TrpLeuGl uCysAspLeuP roGl uAl aAs
801 TACTGTCGTCGTCCCCTCAAACTGGCAGATGCACGGTTACGATGCGCCCATCTACACCAACGTAACCTATCCCATTACGGTCAATCCGCCGTTTGTTCCC
115F pThrVvalVal ValProSerAsnTrpGlnMetHisGlyTyrAspAlaProl leTyrThrAsnVal Thr TyrProl I eThrValAsnProProPheValPro
901 ACGGAGAATCCGACGGGTTGTTACTCGCTCACATTTAATGTTGATGAAAGCTGGCTACAGGAAGGCCAGACGCGAATTATTTTTGATGGCGTTAACTCGG
149k Thr GluAsnProThr Gl yCysTyrSer LeuThr PheAsnValAspGluSer TrpLeuGlInGluGlyGInThrArgl lel | ePheAspGlyValAsnSer A
1001 CGTTTCATCTGTGGTGCAACGGGCGCTGGGTCGGTTACGGCCAGGACAGTCGTTTGCCGTCTGAATTTGACCTGAGCGCATTTTTACGCGCCGGAGAAAA
182F | aPheHisLeuTrpCysAsnGlyArgTrpVal Gl yTyrGl yGl nAspSerArglLeuProSer Gl uPheAsplLeuSer Al aPheLeuArgAl aGl yGl uAs
1101 CCGCCTCGCGGTGATGGTGCTGCGTTGGAGTGACGGCAGTTATCTGGAAGATCAGGATATGTGGCGGATGAGCGGCATTTTCCGTGACGTCTCGTTGCTG
215k nArgLeuAlaValMetVal LeuArgTrpSerAspGlySer TyrLeuGl uAspGl nAspMetTrpArgMetSer Glyl | ePheArgAspVal Ser LeulLeu
1201 CATAAACCGACTACACAAATCAGCGATTTCCATGTTGCCACTCGCTTTAATGATGATTTCAGCCGCGCTGTACTGGAGGCTGAAGTTCAGATGTGCGGCG
249k HisLysProThr ThrGInl |l eSerAspPheHisValAlaThr ArgPheAsnAspAspPheSerArgAlaVal LeuGluAl aGluVal Gl nMetCysGlyG
1301 AGTTGCGTGACTACCTACGGGTAACAGTTTCTTTATGGCAGGGTGAAACGCAGGTCGCCAGCGGCACCGCGCCTTTCGGCGGTGAAATTATCGATGAGCG
282F luLeuArgAspTyrLeuArgVal Thr Val Ser LeuTrpGI nGlyGl uThr Gl nValAl aSer Gl yThr Al aProPheGl yGlyGlul l el | eAspGl uAr
1401 TGGTGGTTATGCCGATCGCGTCACACTACGTCTGAACGTCGAAAACCCGAAACTGTGGAGCGCCGAAATCCCGAATCTCTATCGTGCGGTGGTTGAACTG
315k gGlyGl yTyrAl aAspArgVal Thr LeuArgLeuAsnVal Gl uAsnProLysLeuTrpSerAlaGlul | eProAsnLeuTyrArgAlaVval Val Gl uLeu
1501 CACACCGCCGACGGCACGCTGATTGAAGCAGAAGCCTGCGATGTCGGTTTCCGCGAGGTGCGGATTGAAAATGGTCTGCTGCTGCTGAACGGCAAGCCGT
349F HisThr Al aAspGlyThrLeul | eGl uAl aGl uAl aCysAspVal Gl yPheArgGluValArgl | eGl uAsnGlyLeulLeuLeulLeuAsnGlyLysProL
EcoRV (1680)
1601 TGCTGATTCGAGGCGTTAACCGTCACGAGCATCATCCTCTGCATGGTCAGGTCATGGATGAGCAGACGATGGTGCAGGATATCCTGCTGATGAAGCAGAA
382k euleul | eArgGlyVal AsnArgHi sGl uHi sHi sProLeuHi sGl yGl nValMe tAspGl uGl nThrMetVal Gl nAspl | eLeuLeuMe tLysGl nAs
Sspl (1797)
1701 CAACTTTAACGCCGTGCGCTGTTCGCATTATCCGAACCATCCGCTGTGGTACACGCTGTGCGACCGCTACGGCCTGTATGTGGTGGATGAAGCCAATATT
415F nAsnPheAsnAl aValArgCysSerHisTyrProAsnHisProLeuTrpTyrThr LeuCysAspArgTyrGlyLeuTyrValValAspGluAlaAsnlle
1801 GAAACCCACGGCATGGTGCCAATGAATCGTCTGACCGATGATCCGCGCTGGCTACCGGCGATGAGCGAACGCGTAACGCGAATGGTGCAGCGCGATCGTA
449F Gl uThrHi sGlyMetVal ProMe tAsnArgLeuThrAspAspProArgTrpLeuP roAl aMetSer Gl uArgVal ThrArgMetVal Gl nArgAspArgA
1901 ATCACCCGAGTGTGATCATCTGGTCGCTGGGGAATGAATCAGGCCACGGCGCTAATCACGACGCGCTGTATCGCTGGATCAAATCTGTCGATCCTTCCCG
482F snHisProSerValllelleTrpSerLeuGlyAsnGluSer Gl yHisGl yAl aAsnHisAspAlaLeuTyrArgTrplleLysSerValAspProSerAr
2001 CCCGGTGCAGTATGAAGGCGGCGGAGCCGACACCACGGCCACCGATATTATTTGCCCGATGTACGCGCGCGTGGATGAAGACCAGCCCTTCCCGGCTGTG
515k gProVal GInTyrGluGl yGl yGl yAl aAspThr Thr AlaThrAspllel leCysProMetTyrAl aArgValAspGl uAspGlnProPheProAlaVal
2101 CCGAAATGGTCCATCAAAAAATGGCTTTCGCTACCTGGAGAGACGCGCCCGCTGATCCTTTGCGAATACGCCCACGCGATGGGTAACAGTCTTGGCGGTT
549k ProLysTrpSer|leLysLysTrpLeuSerLeuProGlyGluThrArgProLeul leLeuCysGluTyrAlaHisAl aMetGlyAsnSerLeuGlyGlyP
2201 TCGCTAAATACTGGCAGGCGTTTCGTCAGTATCCCCGTTTACAGGGCGGCTTCGTCTGGGACTGGGTGGATCAGTCGCTGATTAAATATGATGAAAACGG
582k heAl aLysTyrTrpGl nAl aPheArgGl nTyrProArgLeuGl nGl yGl yPheVal TrpAspTrpValAspGlnSerLeul | eLysTyrAspGl uAsnGl
2301 CAACCCGTGGTCGGCTTACGGCGGTGATTTTGGCGATACGCCGAACGATCGCCAGTTCTGTATGAACGGTCTGGTCTTTGCCGACCGCACGCCGCATCCA
615F yAsnProTrpSerAlaTyrGlyGl yAspPheGl yAspThr ProAsnAspArgGl nPheCysMetAsnGlyLeuVal PheAl aAspArgThrProHisPro
2401 GCGCTGACGGAAGCAAAACACCAGCAGCAGTTTTTCCAGTTCCGTTTATCCGGGCAAACCATCGAAGTGACCAGCGAATACCTGTTCCGTCATAGCGATA
649F Al aLeuThr Gl uAl aLysHi sGI nGl nGl nPhePheGl nPheArgLeuSer Gl yGI nThr | | eGluVal Thr Ser Gl uTyrLeuPheArgHi sSerAspA
2501 ACGAGCTCCTGCACTGGATGGTGGCGCTGGATGGTAAGCCGCTGGCAAGCGGTGAAGTGCCTCTGGATGTCGCTCCACAAGGTAAACAGTTGATTGAACT
682F snGluLeuLeuHisTrpMetValAl aLeuAspGlyLysProLeuAl aSer Gl yGluValProLeuAspValAlaProGInGlyLysGlnLeul | eGluLe
2601 GCCTGAACTACCGCAGCCGGAGAGCGCCGGGCAACTCTGGCTCACAGTACGCGTAGTGCAACCGAACGCGACCGCATGGTCAGAAGCCGGGCACATCAGC
715k uProGluLeuProGlnProGluSerAlaGlyGlnLeuTrpLeuThrValArgVal Val Gl nProAsnAl aThr Al aTrpSer Gl uAl aGlyHis| | eSer
2701 GCCTGGCAGCAGTGGCGTCTGGCGGAAAACCTCAGTGTGACGCTCCCCGCCGCGTCCCACGCCATCCCGCATCTGACCACCAGCGAAATGGATTTTTGCA
749k Al aTrpGInGInTrpArgLeuAl aGluAsnLeuSer Val Thr LeuProAl aAl aSerHisAlal | eProHi sLeuThr Thr Ser Gl uMe tAspPheCys|
2801 TCGAGCTGGGTAATAAGCGTTGGCAATTTAACCGCCAGTCAGGCTTTCTTTCACAGATGTGGATTGGCGATAAAAAACAACTGCTGACGCCGCTGCGCGA
782F | eGl uLeuGl yAsnLysArgTrpGl nPheAsnArgGl nSer Gl yPhelLeuSer Gl nMetTrpl | eGl yAspLysLysGl nLeuLeuThr ProLeuArgAs
2901 TCAGTTCACCCGTGCACCGCTGGATAACGACATTGGCGTAAGTGAAGCGACCCGCATTGACCCTAACGCCTGGGTCGAACGCTGGAAGGCGGCGGGCCAT
815k pGlnPheThrArgAl aProLeuAspAsnAspl | eGlyVal Ser Gl uAl aThrArgl | eAspProAsnAlaTrpVal Gl uArgTrpLysAl aAl aGl yHis
3001 TACCAGGCCGAAGCAGCGTTGTTGCAGTGCACGGCAGATACACTTGCTGATGCGGTGCTGATTACGACCGCTCACGCGTGGCAGCATCAGGGGAAAACCT
849k TyrGlnAl aGluAl aAl aLeuLeuGlnCysThr Al aAspThr LeuAl aAspAlaVal Leul | eThr Thr Al aHi sAl aTrpGlnHisGInGlyLysThrL
3101 TATTTATCAGCCGGAAAACCTACCGGATTGATGGTAGTGGTCAAATGGCGATTACCGTTGATGTTGAAGTGGCGAGCGATACACCGCATCCGGCGCGGAT
882k euPhel | eSerArgLysThr TyrArgl | eAspGlySer Gl yGl nMetAl al | eThrValAspVal Gl uValAl aSerAspThrProHisProAlaArgl |
3201 TGGCCTGAACTGCCAGCTGGCGCAGGTAGCAGAGCGGGTAAACTGGCTCGGATTAGGGCCGCAAGAAAACTATCCCGACCGCCTTACTGCCGCCTGTTTT
915F eGlyLeuAsnCysGlnLeuAl aGlnValAl aGluArgValAsnTrpLeuGlyLeuGlyProGlnGluAsnTyrProAspArgLeuThr Al aAl aCysPhe
BspLU11I (3326)
3301 GACCGCTGGGATCTGCCATTGTCAGACATGTATACCCCGTACGTCTTCCCGAGCGAAAACGGTCTGCGCTGCGGGACGCGCGAATTGAATTATGGCCCAC
949k AspArgTrpAspLeuProLeuSerAspMetTyrThrProTyrVal PheProSer Gl uAsnGlyLeuArgCysGlyThrArgGluLeuAsnTyrGlyProH
3401 ACCAGTGGCGCGGCGACTTCCAGTTCAACATCAGCCGCTACAGTCAACAGCAACTGATGGAAACCAGCCATCGCCATCTGCTGCACGCGGAAGAAGGCAC
982F i sGInTrpArgGl yAspPheGl nPheAsnl | eSerArgTyrSer GI nGlI nGl nLeuMe tGl uThr Ser Hi sArgHi sLeuLeuHi sAl aGl uGl uGl yTh
3501 ATGGCTGAATATCGACGGTTTCCATATGGGGATTGGTGGCGACGACTCCTGGAGCCCGTCAGTATCGGCGGAATTACAGCTGAGCGCCGGTCGCTACCAT
1015k r TrpLeuAsn| | eAspGl yPheHisMetGlyl | eGl yGl yAspAspSer TrpSerProSer Val Ser Al aGl uLeuGl nLeuSer Al aGl yArgTyrHis




Nhel (3646)
EcoRI (3640)
3601 TACCAGTTGGTCTGGTGTCAAAAATAATAATCTAGTCGAGAATTCGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAAT
1049k TyrGlnLeuVal TrpCysGlnLyseee
3701 GCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCA

Mfel (3820)
3801 ATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGG

Swal (3911)
3901 TAGATCCATTTAAATGTTAATTAACTAGCCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGAT
—

4001 CTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAAC

4101 TCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCA

4201 CCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGG

4301 ATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATG

4401 AGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAAC

4501 GCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCA

BspLUI 1T (4649) Asel (4687)

4601 GCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTAATTAAATTTTTCAAAAGTAGTTGACAATTAATCATCGGCAT
4701 AGTATATCGGCATAGTATAATACGACTCACTATAGGAGGGCCATCATGGCCAAGTTGACCAGTGCTGTCCCAGTGCTCACAGCCAGGGATGTGGCTGGAG
1FMetAlaLysLeuThr SerAlaValProValLeuThrAlaArgAspValAlaGlyA
4801 CTGTTGAGTTCTGGACTGACAGGTTGGGGTTCTCCAGAGATTTTGTGGAGGATGACTTTGCAGGTGTGGTCAGAGATGATGTCACCCTGTTCATCTCAGC

19k laVal GluPheTrpThrAspArgLeuGl yPheSer ArgAspPheVal Gl uAspAspPheAl aGlyVal ValArgAspAspVal Thr LeuPhel | eSer Al
4901 AGTCCAGGACCAGGTGGTGCCTGACAACACCCTGGCTTGGGTGTGGGTGAGAGGACTGGATGAGCTGTATGCTGAGTGGAGTGAGGTGGTCTCCACCAAC

52F aVal GI nAspGlnVal Val ProAspAsnThrLeuAlaTrpVal TrpValArgGlyLeuAspGluLeuTyrAl aGluTrpSer GluValVal Ser ThrAsn
5001 TTCAGGGATGCCAGTGGCCCTGCCATGACAGAGATTGGAGAGCAGCCCTGGGGGAGAGAGTTTGCCCTGAGAGACCCAGCAGGCAACTGTGTGCACTTTG

86F PheArgAspAl aSer Gl yProAl aMetThr Glul | eGl yGl uGl nProTrpGl yArgGl uPheAl aLeuArgAspP roAl aGl yAsnCysVal Hi sPheV
5101 TGGCAGAGGAGCAGGACTGAGGATAAGAATTGAGTTTCAGAAAAGGGGGCCTGAGTGGCCCCTTTTTTCAACTTAATTAA

119F alAlaGluGluGl nAspeee






