
150

pDRIVE02-GRP94(h) v03
(5439 bp)

EM7
Sh ble ∆CpG

rpsO term

LacZ

GRP94(h) prom

SV40 p(A)

ori pMB1

PstI  (7)

SpeI  (14)

BspHI (715)

EcoRI  (3900)

PacI (4181)

PacI (4921)

PacI (5437)



CCTGCAGGGCCCACTAGTTTCATCACCACCGCCACCCCCCCGCCCCCCCGCCATCTGAAAGGGTTCTAGGGGATTTGCAACCTCTCTCGTGTGTTTCTTC

TTTCCGAGAAGCGCCGCCACACGAGAAAGCTGGCCGCGAAAGTCGTGCTGGAATCACTTCCAACGAAACCCCAGGCATAGATGGGAAAGGGTGAAGAACA

CGTTGCCATGGCTACCGTTTCCCCGGTCACGGAATAAACGCTCTCTAGGATCCGGAAGTAGTTCCGCCGCGACCTCTCTAAAAGGATGGATGTGTTCTCT

GCTTACATTCATTGGACGTTTTCCCTTAGAGGCCAAGGCCGCCCAGGCAAAGGGGCGGTCCCACGCGTGAGGGGCCCGCGGAGCCATTTGATTGGAGAAA

AGCTGCAAACCCTGACCAATCGGAAGGAGCCACGCTTCGGGCATCGGTCACCGCACCTGGACAGCTCCGATTGGTGGACTTCCGCCCCCCCTCACGAATC

CTCATTGGGTGCCGTGGGTGCGTGGTGCGGCGCGATTGGTGGGTTCATGTTTCCCGTCCCCCGCCCGCGAGAAGTGGGGGTGAAAAGCGGCCCGACCTGC

TTGGGGTGTAGTGGGCGGACCGCGCGGCTGGAGGTGTGAGGATCCGAACCCAGGGGTGGGGGGTGGAGGCGGCTCCTGCGATCGAAGGGGACTTGAGACT

CACCGGCCGCACGTCATGAGCGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGGGATCTGTACGACGATG

ACGATAAGGTACCTAAGGATCAGCTTGGAGTTGATCCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGC

ACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGCGCTTTGCCTGG

TTTCCGGCACCAGAAGCGGTGCCGGAAAGCTGGCTGGAGTGCGATCTTCCTGAGGCCGATACTGTCGTCGTCCCCTCAAACTGGCAGATGCACGGTTACG

ATGCGCCCATCTACACCAACGTAACCTATCCCATTACGGTCAATCCGCCGTTTGTTCCCACGGAGAATCCGACGGGTTGTTACTCGCTCACATTTAATGT

TGATGAAAGCTGGCTACAGGAAGGCCAGACGCGAATTATTTTTGATGGCGTTAACTCGGCGTTTCATCTGTGGTGCAACGGGCGCTGGGTCGGTTACGGC

CAGGACAGTCGTTTGCCGTCTGAATTTGACCTGAGCGCATTTTTACGCGCCGGAGAAAACCGCCTCGCGGTGATGGTGCTGCGTTGGAGTGACGGCAGTT

ATCTGGAAGATCAGGATATGTGGCGGATGAGCGGCATTTTCCGTGACGTCTCGTTGCTGCATAAACCGACTACACAAATCAGCGATTTCCATGTTGCCAC

TCGCTTTAATGATGATTTCAGCCGCGCTGTACTGGAGGCTGAAGTTCAGATGTGCGGCGAGTTGCGTGACTACCTACGGGTAACAGTTTCTTTATGGCAG

GGTGAAACGCAGGTCGCCAGCGGCACCGCGCCTTTCGGCGGTGAAATTATCGATGAGCGTGGTGGTTATGCCGATCGCGTCACACTACGTCTGAACGTCG

AAAACCCGAAACTGTGGAGCGCCGAAATCCCGAATCTCTATCGTGCGGTGGTTGAACTGCACACCGCCGACGGCACGCTGATTGAAGCAGAAGCCTGCGA

TGTCGGTTTCCGCGAGGTGCGGATTGAAAATGGTCTGCTGCTGCTGAACGGCAAGCCGTTGCTGATTCGAGGCGTTAACCGTCACGAGCATCATCCTCTG

CATGGTCAGGTCATGGATGAGCAGACGATGGTGCAGGATATCCTGCTGATGAAGCAGAACAACTTTAACGCCGTGCGCTGTTCGCATTATCCGAACCATC

CGCTGTGGTACACGCTGTGCGACCGCTACGGCCTGTATGTGGTGGATGAAGCCAATATTGAAACCCACGGCATGGTGCCAATGAATCGTCTGACCGATGA

TCCGCGCTGGCTACCGGCGATGAGCGAACGCGTAACGCGAATGGTGCAGCGCGATCGTAATCACCCGAGTGTGATCATCTGGTCGCTGGGGAATGAATCA

GGCCACGGCGCTAATCACGACGCGCTGTATCGCTGGATCAAATCTGTCGATCCTTCCCGCCCGGTGCAGTATGAAGGCGGCGGAGCCGACACCACGGCCA

CCGATATTATTTGCCCGATGTACGCGCGCGTGGATGAAGACCAGCCCTTCCCGGCTGTGCCGAAATGGTCCATCAAAAAATGGCTTTCGCTACCTGGAGA

GACGCGCCCGCTGATCCTTTGCGAATACGCCCACGCGATGGGTAACAGTCTTGGCGGTTTCGCTAAATACTGGCAGGCGTTTCGTCAGTATCCCCGTTTA

CAGGGCGGCTTCGTCTGGGACTGGGTGGATCAGTCGCTGATTAAATATGATGAAAACGGCAACCCGTGGTCGGCTTACGGCGGTGATTTTGGCGATACGC

CGAACGATCGCCAGTTCTGTATGAACGGTCTGGTCTTTGCCGACCGCACGCCGCATCCAGCGCTGACGGAAGCAAAACACCAGCAGCAGTTTTTCCAGTT

CCGTTTATCCGGGCAAACCATCGAAGTGACCAGCGAATACCTGTTCCGTCATAGCGATAACGAGCTCCTGCACTGGATGGTGGCGCTGGATGGTAAGCCG

CTGGCAAGCGGTGAAGTGCCTCTGGATGTCGCTCCACAAGGTAAACAGTTGATTGAACTGCCTGAACTACCGCAGCCGGAGAGCGCCGGGCAACTCTGGC

TCACAGTACGCGTAGTGCAACCGAACGCGACCGCATGGTCAGAAGCCGGGCACATCAGCGCCTGGCAGCAGTGGCGTCTGGCGGAAAACCTCAGTGTGAC

GCTCCCCGCCGCGTCCCACGCCATCCCGCATCTGACCACCAGCGAAATGGATTTTTGCATCGAGCTGGGTAATAAGCGTTGGCAATTTAACCGCCAGTCA

GGCTTTCTTTCACAGATGTGGATTGGCGATAAAAAACAACTGCTGACGCCGCTGCGCGATCAGTTCACCCGTGCACCGCTGGATAACGACATTGGCGTAA

GTGAAGCGACCCGCATTGACCCTAACGCCTGGGTCGAACGCTGGAAGGCGGCGGGCCATTACCAGGCCGAAGCAGCGTTGTTGCAGTGCACGGCAGATAC

ACTTGCTGATGCGGTGCTGATTACGACCGCTCACGCGTGGCAGCATCAGGGGAAAACCTTATTTATCAGCCGGAAAACCTACCGGATTGATGGTAGTGGT

CAAATGGCGATTACCGTTGATGTTGAAGTGGCGAGCGATACACCGCATCCGGCGCGGATTGGCCTGAACTGCCAGCTGGCGCAGGTAGCAGAGCGGGTAA

ACTGGCTCGGATTAGGGCCGCAAGAAAACTATCCCGACCGCCTTACTGCCGCCTGTTTTGACCGCTGGGATCTGCCATTGTCAGACATGTATACCCCGTA

MetSerG lySerH i sH i sH i sH i sH i sH i sG lyMetA laSerMetThrG lyG lyG lnG lnMetG lyArgAspLeuTyrAspAspA

spAspLysValProLysAspGlnLeuGlyValAspProValValLeuGlnArgArgAspTrpGluAsnProGlyValThrGlnLeuAsnArgLeuAlaAl

aH isProProPheAlaSerTrpArgAsnSerG luG luAlaArgThrAspArgProSerG lnG lnLeuArgSerLeuAsnGlyG luTrpArgPheAlaTrp

PheProA laProG luA laVa lProG luSerTrpLeuG luCysAspLeuProG luA laAspThrVa lVa lVa lP roSerAsnTrpG lnMetH isG lyTyrA

spA laP ro I l eTyrThrAsnVa lThrTyrPro I leThrValAsnProProPheValProThrGluAsnProThrGlyCysTyrSerLeuThrPheAsnVa

lAspG luSerT rpLeuG lnG luG lyG lnThrArg I l e I lePheAspGlyVa lAsnSerA laPheHisLeuTrpCysAsnGlyArgTrpVa lG lyTyrG ly

GlnAspSerArgLeuProSerGluPheAspLeuSerAlaPheLeuArgAlaGlyGluAsnArgLeuAlaValMetValLeuArgTrpSerAspGlySerT

yrLeuGluAspGlnAspMetTrpArgMetSerGly I lePheArgAspVa lSerLeuLeuHisLysProThrThrG ln I leSerAspPheHisVa lA laTh

rArgPheAsnAspAspPheSerArgAlaValLeuGluAlaGluValG lnMetCysGlyGluLeuArgAspTyrLeuArgValThrValSerLeuTrpGln

G l yG l uTh rG l nVa lA l aSe rG l yTh rA l aP roPheG l yG l yG l u I l e I leAspGluArgGlyGlyTyrAlaAspArgValThrLeuArgLeuAsnValG

luAsnProLysLeuTrpSerA laG lu I l eProAsnLeuTyrArgA laVa lVa lG luLeuH isThrA laAspG lyThrLeu I l eG luA laG luA laCysAs

pVa lG lyPheArgG luVa lArg I leGluAsnGlyLeuLeuLeuLeuAsnGlyLysProLeuLeuI l eArgG lyVa lAsnArgH isG luH i sH i sP roLeu

H isG lyG lnVa lMetAspG luG lnThrMetVa lG lnAsp I leLeuLeuMetLysGlnAsnAsnPheAsnAlaValArgCysSerHisTyrProAsnHisP

roLeuTrpTyrThrLeuCysAspArgTyrGlyLeuTyrValVa lAspGluAlaAsnI leGluThrHisGlyMetValProMetAsnArgLeuThrAspAs

pProArgTrpLeuProAlaMetSerGluArgValThrArgMetValG lnArgAspArgAsnHisProSerVal I l e I l eTrpSerLeuG lyAsnG luSer

G lyH isG lyA laAsnH isAspA laLeuTyrArgTrp I l eLysSerVa lAspProSerArgProVa lG lnTyrG luG lyG lyG lyA laAspThrThrA laT

hrAspI l e I leCysProMetTyrA laArgVa lAspG luAspGlnProPheProAlaVa lProLysTrpSer I leLysLysTrpLeuSerLeuProG lyG l

uThrArgProLeuI leLeuCysG luTyrA laH isA laMetG lyAsnSerLeuG lyG lyPheAlaLysTyrTrpG lnA laPheArgG lnTyrProArgLeu

G lnG lyG lyPheVa lTrpAspTrpVa lAspG lnSerLeu I leLysTyrAspGluAsnGlyAsnProTrpSerAlaTyrG lyG lyAspPheGlyAspThrP

roAsnAspArgGlnPheCysMetAsnGlyLeuValPheAlaAspArgThrProHisProAlaLeuThrGluAlaLysHisG lnGlnGlnPhePheGlnPh

eArgLeuSerG lyG lnThr I leG luVa lThrSerG luTyrLeuPheArgHisSerAspAsnGluLeuLeuHisTrpMetVa lA laLeuAspGlyLysPro

LeuA laSerG lyG luVa lP roLeuAspVa lA laP roG lnG lyLysG lnLeu I l eG luLeuProG luLeuProG lnP roG luSerA laG lyG lnLeuTrpL

euThrVa lA rgVa lVa lG l nP roAsnA laTh rA laT rpSe rG luA laG lyH i s I leSerA laTrpG lnG lnTrpArgLeuAlaG luAsnLeuSerVa lTh

rLeuP roA l aA l aSe rH i sA l a I leProHisLeuThrThrSerG luMetAspPheCys I leG luLeuGlyAsnLysArgTrpGlnPheAsnArgGlnSer

G lyPheLeuSerG lnMetTrp I leGlyAspLysLysGlnLeuLeuThrProLeuArgAspGlnPheThrArgAlaProLeuAspAsnAspI l eG l yVa l S

e rG l uA l aTh rA rg I leAspProAsnAlaTrpVa lG luArgTrpLysA laA laG lyH isTyrG lnA laG luA laA laLeuLeuG lnCysThrA laAspTh

rLeuAlaAspAlaVa lLeu I l eTh rTh rA l aH i sA l aT rpG lnH i sG lnG l yLysTh rLeuPhe I leSerArgLysThrTyrArg I l eAspG lySe rG ly

G lnMetA la I l eThrVa lAspVa lG luVa lA laSerAspThrP roH i sP roA laArg I leG lyLeuAsnCysG lnLeuA laG lnVa lA laG luArgVa lA

snTrpLeuGlyLeuGlyProGlnGluAsnTyrProAspArgLeuThrAlaAlaCysPheAspArgTrpAspLeuProLeuSerAspMetTyrThrProTy

PstI  (7) SpeI  (14)

BspHI (715)
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CGTCTTCCCGAGCGAAAACGGTCTGCGCTGCGGGACGCGCGAATTGAATTATGGCCCACACCAGTGGCGCGGCGACTTCCAGTTCAACATCAGCCGCTAC

AGTCAACAGCAACTGATGGAAACCAGCCATCGCCATCTGCTGCACGCGGAAGAAGGCACATGGCTGAATATCGACGGTTTCCATATGGGGATTGGTGGCG

ACGACTCCTGGAGCCCGTCAGTATCGGCGGAATTACAGCTGAGCGCCGGTCGCTACCATTACCAGTTGGTCTGGTGTCAAAAATAATAATCTAGTCGAGA

ATTCGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTA

TTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTT

CAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCCATTTAAATGTTAATTAACTAGCCATGACCAAAAT

CCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTG

CAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATAC

CAAATACTGTTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGC

TGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACA

CAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGT

ATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTG

ACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCT

TTTGCTCACATGTTCTTAATTAAATTTTTCAAAAGTAGTTGACAATTAATCATCGGCATAGTATATCGGCATAGTATAATACGACTCACTATAGGAGGGC

CATCATGGCCAAGTTGACCAGTGCTGTCCCAGTGCTCACAGCCAGGGATGTGGCTGGAGCTGTTGAGTTCTGGACTGACAGGTTGGGGTTCTCCAGAGAT

TTTGTGGAGGATGACTTTGCAGGTGTGGTCAGAGATGATGTCACCCTGTTCATCTCAGCAGTCCAGGACCAGGTGGTGCCTGACAACACCCTGGCTTGGG

TGTGGGTGAGAGGACTGGATGAGCTGTATGCTGAGTGGAGTGAGGTGGTCTCCACCAACTTCAGGGATGCCAGTGGCCCTGCCATGACAGAGATTGGAGA

GCAGCCCTGGGGGAGAGAGTTTGCCCTGAGAGACCCAGCAGGCAACTGTGTGCACTTTGTGGCAGAGGAGCAGGACTGAGGATAAGAATTGAGTTTCAGA

AAAGGGGGCCTGAGTGGCCCCTTTTTTCAACTTAATTAA

MetAlaLysLeuThrSerAlaVa lProValLeuThrAlaArgAspValA laG lyAlaVa lG luPheTrpThrAspArgLeuGlyPheSerArgAsp

PheValGluAspAspPheAlaGlyValValArgAspAspValThrLeuPheI leSerA laVa lG lnAspGlnVa lVa lProAspAsnThrLeuAlaTrpV

a lTrpVa lArgG lyLeuAspG luLeuTyrA laG luTrpSerG luVa lVa lSerThrAsnPheArgAspAlaSerG lyProA laMetThrG lu I l eG l yG l

uG lnProTrpGlyArgGluPheAlaLeuArgAspProAlaG lyAsnCysVa lH isPheVa lA laG luG luG lnAsp•••

rVa lPheProSerG luAsnGlyLeuArgCysGlyThrArgGluLeuAsnTyrG lyProHisG lnTrpArgGlyAspPheGlnPheAsn I leSerArgTyr

SerG lnG lnG lnLeuMetG luThrSerH i sArgH isLeuLeuH isA laG luG luG lyThrTrpLeuAsn I leAspG lyPheH isMetG ly I l eG l yG l yA

spAspSerTrpSerProSerVa lSerA laG luLeuG lnLeuSerA laG lyArgTyrH isTyrG lnLeuVa lTrpCysG lnLys•••

EcoRI (3900)

PacI (4181)

PacI (4921)

PacI (5437)
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CCTGCAGGGCCCACTAGTGCGTTGCATGCCGGAAACTGTAGTTTCTCACCACCATCCAAACGCATTCCGGATATTCAACCCCTCACAAATTTCTCTTTTG

CGAAAAGAAACGCCCAAAAGAAAGGTGACGGCGAACGTAGCGCTGAAAGGACTCGTAACGTGACCCGCGTCGTAGACGAGAAAAGGGTAAAGGACGCATT

GTCTTGGCTACCGTTTCCCCTAGTCACGGACTAAACGTTCGCTAGAAGCCGGAAGTGGTTCCCCGGGACCTCTAGGAATGGACAGACGTGCTATGCGCCT

ACGTTCATTGGACGGTTTTCCTCAGGGACCAAGGCTTCCCAGGCCAAAGGGTGGCCCGGTGTGTGAGGGCCCGCGGAGCCATCTGATTGGAGGAAAGCCG

CTGGACAAGCCCAATCGCAAGGAGCCACGCTTCGGGCATCGGGCACCGCACCTGGACAGTTCCGATTGGCGGGCTGCGGTCCCCCCCATGCGTCTCCATT

GGGTGCAGAGAGTGCGTGGTGAGGCACGATTGGTGAGTTCGTGTTTCCCGTCCCCCGCCCGCAAGCAGTGGGGTGAAAAGCGGCCCGACCTGCGCGCGGC

TTAGTGGGCGGACCGCGCTGCTGGAGGTGTGAGGAGCTTAGACTCGGGATTGGGGGGGTGGAGGCGGCTCCTGAGACCGAAAAGGACTTGCGACTCGCCG

GCCACGCACCATGGGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGGGATCTGTACGACGATGACGAT

AAGGTACCTAAGGATCAGCTTGGAGTTGATCCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATC

CCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGCGCTTTGCCTGGTTTCC

GGCACCAGAAGCGGTGCCGGAAAGCTGGCTGGAGTGCGATCTTCCTGAGGCCGATACTGTCGTCGTCCCCTCAAACTGGCAGATGCACGGTTACGATGCG

CCCATCTACACCAACGTAACCTATCCCATTACGGTCAATCCGCCGTTTGTTCCCACGGAGAATCCGACGGGTTGTTACTCGCTCACATTTAATGTTGATG

AAAGCTGGCTACAGGAAGGCCAGACGCGAATTATTTTTGATGGCGTTAACTCGGCGTTTCATCTGTGGTGCAACGGGCGCTGGGTCGGTTACGGCCAGGA

CAGTCGTTTGCCGTCTGAATTTGACCTGAGCGCATTTTTACGCGCCGGAGAAAACCGCCTCGCGGTGATGGTGCTGCGTTGGAGTGACGGCAGTTATCTG

GAAGATCAGGATATGTGGCGGATGAGCGGCATTTTCCGTGACGTCTCGTTGCTGCATAAACCGACTACACAAATCAGCGATTTCCATGTTGCCACTCGCT

TTAATGATGATTTCAGCCGCGCTGTACTGGAGGCTGAAGTTCAGATGTGCGGCGAGTTGCGTGACTACCTACGGGTAACAGTTTCTTTATGGCAGGGTGA

AACGCAGGTCGCCAGCGGCACCGCGCCTTTCGGCGGTGAAATTATCGATGAGCGTGGTGGTTATGCCGATCGCGTCACACTACGTCTGAACGTCGAAAAC

CCGAAACTGTGGAGCGCCGAAATCCCGAATCTCTATCGTGCGGTGGTTGAACTGCACACCGCCGACGGCACGCTGATTGAAGCAGAAGCCTGCGATGTCG

GTTTCCGCGAGGTGCGGATTGAAAATGGTCTGCTGCTGCTGAACGGCAAGCCGTTGCTGATTCGAGGCGTTAACCGTCACGAGCATCATCCTCTGCATGG

TCAGGTCATGGATGAGCAGACGATGGTGCAGGATATCCTGCTGATGAAGCAGAACAACTTTAACGCCGTGCGCTGTTCGCATTATCCGAACCATCCGCTG

TGGTACACGCTGTGCGACCGCTACGGCCTGTATGTGGTGGATGAAGCCAATATTGAAACCCACGGCATGGTGCCAATGAATCGTCTGACCGATGATCCGC

GCTGGCTACCGGCGATGAGCGAACGCGTAACGCGAATGGTGCAGCGCGATCGTAATCACCCGAGTGTGATCATCTGGTCGCTGGGGAATGAATCAGGCCA

CGGCGCTAATCACGACGCGCTGTATCGCTGGATCAAATCTGTCGATCCTTCCCGCCCGGTGCAGTATGAAGGCGGCGGAGCCGACACCACGGCCACCGAT

ATTATTTGCCCGATGTACGCGCGCGTGGATGAAGACCAGCCCTTCCCGGCTGTGCCGAAATGGTCCATCAAAAAATGGCTTTCGCTACCTGGAGAGACGC

GCCCGCTGATCCTTTGCGAATACGCCCACGCGATGGGTAACAGTCTTGGCGGTTTCGCTAAATACTGGCAGGCGTTTCGTCAGTATCCCCGTTTACAGGG

CGGCTTCGTCTGGGACTGGGTGGATCAGTCGCTGATTAAATATGATGAAAACGGCAACCCGTGGTCGGCTTACGGCGGTGATTTTGGCGATACGCCGAAC

GATCGCCAGTTCTGTATGAACGGTCTGGTCTTTGCCGACCGCACGCCGCATCCAGCGCTGACGGAAGCAAAACACCAGCAGCAGTTTTTCCAGTTCCGTT

TATCCGGGCAAACCATCGAAGTGACCAGCGAATACCTGTTCCGTCATAGCGATAACGAGCTCCTGCACTGGATGGTGGCGCTGGATGGTAAGCCGCTGGC

AAGCGGTGAAGTGCCTCTGGATGTCGCTCCACAAGGTAAACAGTTGATTGAACTGCCTGAACTACCGCAGCCGGAGAGCGCCGGGCAACTCTGGCTCACA

GTACGCGTAGTGCAACCGAACGCGACCGCATGGTCAGAAGCCGGGCACATCAGCGCCTGGCAGCAGTGGCGTCTGGCGGAAAACCTCAGTGTGACGCTCC

CCGCCGCGTCCCACGCCATCCCGCATCTGACCACCAGCGAAATGGATTTTTGCATCGAGCTGGGTAATAAGCGTTGGCAATTTAACCGCCAGTCAGGCTT

TCTTTCACAGATGTGGATTGGCGATAAAAAACAACTGCTGACGCCGCTGCGCGATCAGTTCACCCGTGCACCGCTGGATAACGACATTGGCGTAAGTGAA

GCGACCCGCATTGACCCTAACGCCTGGGTCGAACGCTGGAAGGCGGCGGGCCATTACCAGGCCGAAGCAGCGTTGTTGCAGTGCACGGCAGATACACTTG

CTGATGCGGTGCTGATTACGACCGCTCACGCGTGGCAGCATCAGGGGAAAACCTTATTTATCAGCCGGAAAACCTACCGGATTGATGGTAGTGGTCAAAT

GGCGATTACCGTTGATGTTGAAGTGGCGAGCGATACACCGCATCCGGCGCGGATTGGCCTGAACTGCCAGCTGGCGCAGGTAGCAGAGCGGGTAAACTGG

CTCGGATTAGGGCCGCAAGAAAACTATCCCGACCGCCTTACTGCCGCCTGTTTTGACCGCTGGGATCTGCCATTGTCAGACATGTATACCCCGTACGTCT

MetG lyG lySerH isH isH isH isH isH isG lyMetA laSerMetThrG lyG lyG lnG lnMetG lyArgAspLeuTyrAspAspAspAsp

LysVa lProLysAspGlnLeuGlyVa lAspProVa lVa lLeuGlnArgArgAspTrpGluAsnProGlyVa lThrG lnLeuAsnArgLeuAlaAlaH isP

roProPheAlaSerTrpArgAsnSerG luG luAlaArgThrAspArgProSerG lnG lnLeuArgSerLeuAsnGlyG luTrpArgPheAlaTrpPhePr

oA laProG luA laVa lProG luSerTrpLeuG luCysAspLeuProG luA laAspThrVa lVa lVa lP roSerAsnTrpG lnMetH isG lyTyrAspAla

P ro I l eTyrThrAsnVa lThrTyrPro I leThrValAsnProProPheValProThrGluAsnProThrGlyCysTyrSerLeuThrPheAsnValAspG

luSe rT rpLeuG lnG luG lyG lnTh rArg I l e I lePheAspGlyVa lAsnSerAlaPheHisLeuTrpCysAsnGlyArgTrpVa lG lyTyrG lyG lnAs

pSerArgLeuProSerGluPheAspLeuSerAlaPheLeuArgAlaGlyGluAsnArgLeuAlaValMetValLeuArgTrpSerAspGlySerTyrLeu

GluAspGlnAspMetTrpArgMetSerGly I lePheArgAspVa lSerLeuLeuHisLysProThrThrG ln I leSerAspPheH isVa lA laThrArgP

heAsnAspAspPheSerArgAlaValLeuGluAlaGluValG lnMetCysGlyGluLeuArgAspTyrLeuArgValThrValSerLeuTrpGlnGlyGl

uTh rG l nVa lA l aSe rG l yTh rA l aP roPheG l yG l yG l u I l e I leAspGluArgGlyGlyTyrAlaAspArgValThrLeuArgLeuAsnValG luAsn

ProLysLeuTrpSerA laG lu I l eProAsnLeuTyrArgA laVa lVa lG luLeuH isThrA laAspG lyThrLeu I l eG luA laG luA laCysAspVa lG

lyPheArgG luVa lArg I leGluAsnGlyLeuLeuLeuLeuAsnGlyLysProLeuLeuI l eArgG lyVa lAsnArgH i sG luH i sH i sP roLeuH i sG l

yG lnVa lMetAspGluG lnThrMetVa lG lnAsp I leLeuLeuMetLysGlnAsnAsnPheAsnAlaValArgCysSerHisTyrProAsnHisProLeu

TrpTyrThrLeuCysAspArgTyrGlyLeuTyrValVa lAspGluAlaAsnI leGluThrHisGlyMetValProMetAsnArgLeuThrAspAspProA

rgTrpLeuProAlaMetSerGluArgValThrArgMetValG lnArgAspArgAsnHisProSerVal I l e I l eTrpSerLeuG lyAsnG luSerG lyH i

sG lyA laAsnHisAspAlaLeuTyrArgTrp I l eLysSerVa lAspProSerArgProVa lG lnTyrG luG lyG lyG lyA laAspThrThrA laThrAsp

I l e I leCysProMetTyrA laArgVa lAspG luAspGlnProPheProAlaVa lProLysTrpSer I leLysLysTrpLeuSerLeuProG lyG luThrA

rgProLeu I leLeuCysG luTyrA laH isA laMetG lyAsnSerLeuG lyG lyPheAlaLysTyrTrpG lnA laPheArgG lnTyrProArgLeuG lnG l

yG lyPheValTrpAspTrpValAspGlnSerLeu I leLysTyrAspGluAsnGlyAsnProTrpSerAlaTyrGlyGlyAspPheGlyAspThrProAsn

AspArgGlnPheCysMetAsnGlyLeuValPheAlaAspArgThrProHisProAlaLeuThrG luAlaLysHisG lnG lnGlnPhePheGlnPheArgL

euSe rG l yG lnTh r I leG luVa lThrSerG luTyrLeuPheArgHisSerAspAsnGluLeuLeuHisTrpMetValA laLeuAspGlyLysProLeuAl

aSerG lyG luVa lP roLeuAspVa lA laP roG lnG lyLysG lnLeu I l eG luLeuProG luLeuProG lnProG luSerA laG lyG lnLeuTrpLeuThr

Va lA rgVa lVa lG l nP roAsnA laTh rA l aT rpSe rG l uA l aG l yH i s I l eSerA laTrpG lnG lnTrpArgLeuAlaG luAsnLeuSerVa lThrLeuP

r o A l a A l a S e r H i s A l a I leProHisLeuThrThrSerG luMetAspPheCys I leG luLeuGlyAsnLysArgTrpGlnPheAsnArgGlnSerG lyPh

eLeuSerGlnMetTrp I leGlyAspLysLysGlnLeuLeuThrProLeuArgAspGlnPheThrArgAlaProLeuAspAsnAspI l eG l yVa l Se rG l u

A l aTh rArg I leAspProAsnAlaTrpVa lG luArgTrpLysA laA laG lyH isTyrG lnA laG luA laA laLeuLeuG lnCysThrA laAspThrLeuA

laAspA laVa lLeu I l eTh rTh rA l aH i sA l aT rpG lnH i sG lnG l yLysTh rLeuPhe I leSerArgLysThrTyrArg I leAspGlySerG lyG lnMe

tA l a I l eThrVa lAspVa lG luVa lA laSerAspThrP roH i sP roA laArg I leG lyLeuAsnCysG lnLeuAlaG lnVa lA laG luArgVa lAsnTrp

LeuGlyLeuGlyProGlnGluAsnTyrProAspArgLeuThrAlaAlaCysPheAspArgTrpAspLeuProLeuSerAspMetTyrThrProTyrValP

SdaI (7)
PstI  (7)

NcoI  (710)

1

101

201
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701
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3101
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1

31

64

97

131
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197
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264
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464

497

531

564

597

631

664

697

731

764

797

831

864

897

931



TCCCGAGCGAAAACGGTCTGCGCTGCGGGACGCGCGAATTGAATTATGGCCCACACCAGTGGCGCGGCGACTTCCAGTTCAACATCAGCCGCTACAGTCA

ACAGCAACTGATGGAAACCAGCCATCGCCATCTGCTGCACGCGGAAGAAGGCACATGGCTGAATATCGACGGTTTCCATATGGGGATTGGTGGCGACGAC

TCCTGGAGCCCGTCAGTATCGGCGGAATTACAGCTGAGCGCCGGTCGCTACCATTACCAGTTGGTCTGGTGTCAAAAATAATAATCTAGTCGAGAATTCG

CTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCT

TTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGT

TCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCCATTTAAATGTTAATTAACTAGCCATGACCAAAATCCCTT

AACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAAC

AAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAAT

ACTGTTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTG

CCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCC

CAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCG

GTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTG

AGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGC

TCACATGTTCTTAATTAAATTTTTCAAAAGTAGTTGACAATTAATCATCGGCATAGTATATCGGCATAGTATAATACGACTCACTATAGGAGGGCCATCA

TGGCCAAGTTGACCAGTGCTGTCCCAGTGCTCACAGCCAGGGATGTGGCTGGAGCTGTTGAGTTCTGGACTGACAGGTTGGGGTTCTCCAGAGATTTTGT

GGAGGATGACTTTGCAGGTGTGGTCAGAGATGATGTCACCCTGTTCATCTCAGCAGTCCAGGACCAGGTGGTGCCTGACAACACCCTGGCTTGGGTGTGG

GTGAGAGGACTGGATGAGCTGTATGCTGAGTGGAGTGAGGTGGTCTCCACCAACTTCAGGGATGCCAGTGGCCCTGCCATGACAGAGATTGGAGAGCAGC

CCTGGGGGAGAGAGTTTGCCCTGAGAGACCCAGCAGGCAACTGTGTGCACTTTGTGGCAGAGGAGCAGGACTGAGGATAAGAATTGTAACAAAAAACCCC

GCCCCGGCGGGGTTTTTTGTTAATTAA

heProSerG luAsnGlyLeuArgCysGlyThrArgGluLeuAsnTyrG lyProHisG lnTrpArgGlyAspPheGlnPheAsnI leSerArgTyrSerG l

nG lnG lnLeuMetG luThrSerH isArgH isLeuLeuH isA laG luG luG lyThrTrpLeuAsn I leAspG lyPheH isMetG ly I leG lyGlyAspAsp

SerTrpSerProSerVa lSerA laG luLeuG lnLeuSerA laG lyArgTyrH isTyrG lnLeuVa lTrpCysG lnLys•••

M

etAlaLysLeuThrSerAlaValProValLeuThrAlaArgAspValA laG lyAlaValG luPheTrpThrAspArgLeuGlyPheSerArgAspPheVa

lG luAspAspPheAlaGlyValValArgAspAspValThrLeuPheI leSerA laVa lG lnAspG lnVa lVa lP roAspAsnThrLeuAlaTrpVa lTrp

Va lArgG lyLeuAspG luLeuTyrA laG luTrpSerG luVa lVa lSerThrAsnPheArgAspAlaSerG lyProA laMetThrG lu I l e G l y G l u G l n P

roTrpGlyArgGluPheAlaLeuArgAspProAlaG lyAsnCysVa lH isPheVa lA laG luG luG lnAsp•••

EcoRI (3895)

PacI (4176)

PacI (4916)

PacI (5425)
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4001

4101

4201

4301
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4801
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5101
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964

997

1031

1

1

34

68

101
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SdaI (7)

PstI  (7)

SpeI  (14)

BspHI (749)

EcoRI  (3934)

PacI (4215)

PacI (4955)

PacI (5471)



CCTGCAGGGCCCACTAGTCGCCAGAGACTACAATTCCCAGCATTCTTGAGACTAGCGCGTTGCATGCCGGAAACTGTAGTTTCTCACCACCATCCAAACG

CACTCCGGATATTCAACCCCTCACAAATTTCTCTTTTGCGAAAAGAAACGCCCAAAAGAAAGGTGACGGCGAACGTAGCGCTGAAAGGGCTCGTAACGTG

ACCCACGTCGTAGACGGGAAAAGGGTATAAACCACATTGTCTTGGCTACGGTTTCCCCTAGTCACGGAACAAACGTTCTCTAAGAGCCGGAAGTGGTTCC

CCGGGACCTCTAGGAAAGGACAGACGTGCTATGCGCCTACATTCATTGGACGGTTTTCCTCAGAGACCAAGGCTTCCCAGGCCAAGGGGTGGCCCGGTGT

GTGAGGGGCCCGCGGAGCCATTTGATTGGAGAAAAGCTGCTGGACAAACCCAATCGAAAGGAGCCACGCTTCGGGCATCGGGCACCGCACCTGGACAGTT

CCGATTGGCGAGTTGCGGTCCCCCCCATGCGTCCCCATTGGGTGCAGAGAGTGCGTGGTGAGGCACGATTGGTGGGTTCGTGTTTCCCGTCCCCCGCCCG

CAAGCTGTGGGGTGAAAAGCGGCCCGACCTGCGCGCGGTTTAGTGGGCGGACCGCGCTGCTGGAGGTGTGAGGACCTGAGACTCCGGGTTGGGGGGGTGG

AGGCGGCTCCTGCGACCGAAAAGGACTTGCGACTCTCCGGCCACGCATCATGAGCGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGT

GGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGTACCTAAGGATCAGCTTGGAGTTGATCCCGTCGTTTTACAACGTCGTGACTGGGAAA

ACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTT

GCGCAGCCTGAATGGCGAATGGCGCTTTGCCTGGTTTCCGGCACCAGAAGCGGTGCCGGAAAGCTGGCTGGAGTGCGATCTTCCTGAGGCCGATACTGTC

GTCGTCCCCTCAAACTGGCAGATGCACGGTTACGATGCGCCCATCTACACCAACGTAACCTATCCCATTACGGTCAATCCGCCGTTTGTTCCCACGGAGA

ATCCGACGGGTTGTTACTCGCTCACATTTAATGTTGATGAAAGCTGGCTACAGGAAGGCCAGACGCGAATTATTTTTGATGGCGTTAACTCGGCGTTTCA

TCTGTGGTGCAACGGGCGCTGGGTCGGTTACGGCCAGGACAGTCGTTTGCCGTCTGAATTTGACCTGAGCGCATTTTTACGCGCCGGAGAAAACCGCCTC

GCGGTGATGGTGCTGCGTTGGAGTGACGGCAGTTATCTGGAAGATCAGGATATGTGGCGGATGAGCGGCATTTTCCGTGACGTCTCGTTGCTGCATAAAC

CGACTACACAAATCAGCGATTTCCATGTTGCCACTCGCTTTAATGATGATTTCAGCCGCGCTGTACTGGAGGCTGAAGTTCAGATGTGCGGCGAGTTGCG

TGACTACCTACGGGTAACAGTTTCTTTATGGCAGGGTGAAACGCAGGTCGCCAGCGGCACCGCGCCTTTCGGCGGTGAAATTATCGATGAGCGTGGTGGT

TATGCCGATCGCGTCACACTACGTCTGAACGTCGAAAACCCGAAACTGTGGAGCGCCGAAATCCCGAATCTCTATCGTGCGGTGGTTGAACTGCACACCG

CCGACGGCACGCTGATTGAAGCAGAAGCCTGCGATGTCGGTTTCCGCGAGGTGCGGATTGAAAATGGTCTGCTGCTGCTGAACGGCAAGCCGTTGCTGAT

TCGAGGCGTTAACCGTCACGAGCATCATCCTCTGCATGGTCAGGTCATGGATGAGCAGACGATGGTGCAGGATATCCTGCTGATGAAGCAGAACAACTTT

AACGCCGTGCGCTGTTCGCATTATCCGAACCATCCGCTGTGGTACACGCTGTGCGACCGCTACGGCCTGTATGTGGTGGATGAAGCCAATATTGAAACCC

ACGGCATGGTGCCAATGAATCGTCTGACCGATGATCCGCGCTGGCTACCGGCGATGAGCGAACGCGTAACGCGAATGGTGCAGCGCGATCGTAATCACCC

GAGTGTGATCATCTGGTCGCTGGGGAATGAATCAGGCCACGGCGCTAATCACGACGCGCTGTATCGCTGGATCAAATCTGTCGATCCTTCCCGCCCGGTG

CAGTATGAAGGCGGCGGAGCCGACACCACGGCCACCGATATTATTTGCCCGATGTACGCGCGCGTGGATGAAGACCAGCCCTTCCCGGCTGTGCCGAAAT

GGTCCATCAAAAAATGGCTTTCGCTACCTGGAGAGACGCGCCCGCTGATCCTTTGCGAATACGCCCACGCGATGGGTAACAGTCTTGGCGGTTTCGCTAA

ATACTGGCAGGCGTTTCGTCAGTATCCCCGTTTACAGGGCGGCTTCGTCTGGGACTGGGTGGATCAGTCGCTGATTAAATATGATGAAAACGGCAACCCG

TGGTCGGCTTACGGCGGTGATTTTGGCGATACGCCGAACGATCGCCAGTTCTGTATGAACGGTCTGGTCTTTGCCGACCGCACGCCGCATCCAGCGCTGA

CGGAAGCAAAACACCAGCAGCAGTTTTTCCAGTTCCGTTTATCCGGGCAAACCATCGAAGTGACCAGCGAATACCTGTTCCGTCATAGCGATAACGAGCT

CCTGCACTGGATGGTGGCGCTGGATGGTAAGCCGCTGGCAAGCGGTGAAGTGCCTCTGGATGTCGCTCCACAAGGTAAACAGTTGATTGAACTGCCTGAA

CTACCGCAGCCGGAGAGCGCCGGGCAACTCTGGCTCACAGTACGCGTAGTGCAACCGAACGCGACCGCATGGTCAGAAGCCGGGCACATCAGCGCCTGGC

AGCAGTGGCGTCTGGCGGAAAACCTCAGTGTGACGCTCCCCGCCGCGTCCCACGCCATCCCGCATCTGACCACCAGCGAAATGGATTTTTGCATCGAGCT

GGGTAATAAGCGTTGGCAATTTAACCGCCAGTCAGGCTTTCTTTCACAGATGTGGATTGGCGATAAAAAACAACTGCTGACGCCGCTGCGCGATCAGTTC

ACCCGTGCACCGCTGGATAACGACATTGGCGTAAGTGAAGCGACCCGCATTGACCCTAACGCCTGGGTCGAACGCTGGAAGGCGGCGGGCCATTACCAGG

CCGAAGCAGCGTTGTTGCAGTGCACGGCAGATACACTTGCTGATGCGGTGCTGATTACGACCGCTCACGCGTGGCAGCATCAGGGGAAAACCTTATTTAT

CAGCCGGAAAACCTACCGGATTGATGGTAGTGGTCAAATGGCGATTACCGTTGATGTTGAAGTGGCGAGCGATACACCGCATCCGGCGCGGATTGGCCTG

AACTGCCAGCTGGCGCAGGTAGCAGAGCGGGTAAACTGGCTCGGATTAGGGCCGCAAGAAAACTATCCCGACCGCCTTACTGCCGCCTGTTTTGACCGCT

MetSe rG l ySe rH i sH i sH i sH i sH i sH i sG l yMe tA l aSe rMe tTh rG l y

GlyGlnGlnMetGlyArgAspLeuTyrAspAspAspAspLysValProLysAspGlnLeuGlyValAspProValValLeuGlnArgArgAspTrpGluA

snProG lyVa lThrG lnLeuAsnArgLeuAlaA laH isProProPheAlaSerTrpArgAsnSerG luG luA laArgThrAspArgProSerG lnG lnLe

uArgSerLeuAsnGlyG luTrpArgPheAlaTrpPheProAlaProGluAlaVa lProGluSerTrpLeuGluCysAspLeuProGluAlaAspThrVa l

Va lVa lP roSerAsnTrpG lnMetH isG lyTyrAspA laPro I l eTyrThrAsnVa lThrTyrPro I leThrVa lAsnProProPheVa lProThrG luA

snProThrG lyCysTyrSerLeuThrPheAsnVa lAspG luSerTrpLeuGlnG luG lyG lnThrArg I l e I lePheAspGlyValAsnSerAlaPheHi

sLeuTrpCysAsnGlyArgTrpValG lyTyrGlyGlnAspSerArgLeuProSerGluPheAspLeuSerAlaPheLeuArgAlaGlyGluAsnArgLeu

AlaValMetValLeuArgTrpSerAspGlySerTyrLeuGluAspGlnAspMetTrpArgMetSerGly I lePheArgAspValSerLeuLeuHisLysP

roTh rTh rG l n I leSerAspPheHisVa lA laThrArgPheAsnAspAspPheSerArgAlaValLeuGluAlaGluValG lnMetCysGlyGluLeuAr

gAspTyrLeuArgVa lThrVa lSe rLeuTrpG lnG lyG luThrG lnVa lA laSerG lyThrA laP roPheG lyG lyG lu I l e I l eAspG luArgG lyG ly

TyrAlaAspArgValThrLeuArgLeuAsnValG luAsnProLysLeuTrpSerAlaGlu I leProAsnLeuTyrArgAlaVa lVa lG luLeuH isThrA

laAspG lyThrLeu I l eG luA laG luA laCysAspVa lG lyPheArgG luVa lArg I leGluAsnGlyLeuLeuLeuLeuAsnGlyLysProLeuLeuI l

eArgG lyVa lAsnArgH isG luH isH isP roLeuH isG lyG lnVa lMetAspG luG lnThrMetVa lG lnAsp I leLeuLeuMetLysGlnAsnAsnPhe

AsnAlaVa lArgCysSerH isTyrProAsnHisProLeuTrpTyrThrLeuCysAspArgTyrG lyLeuTyrVa lVa lAspGluAlaAsn I l eG luThrH

isGlyMetValProMetAsnArgLeuThrAspAspProArgTrpLeuProAlaMetSerGluArgValThrArgMetValGlnArgAspArgAsnHisPr

oSerVal I l e I l eTrpSerLeuG lyAsnG luSerG lyH isG lyA laAsnH isAspA laLeuTyrArgTrp I leLysSerVa lAspProSerArgProVa l

G lnTyrG luG lyG lyG lyA laAspThrThrA laThrAsp I l e I leCysProMetTyrAlaArgVa lAspGluAspGlnProPheProAlaVa lProLysT

rpSe r I leLysLysTrpLeuSerLeuProG lyG luThrArgProLeu I leLeuCysG luTyrA laH isA laMetG lyAsnSerLeuG lyG lyPheA laLy

sTyrTrpG lnA laPheArgG lnTyrProArgLeuGlnG lyG lyPheVa lTrpAspTrpVa lAspG lnSerLeu I leLysTyrAspGluAsnGlyAsnPro

TrpSerAlaTyrGlyGlyAspPheGlyAspThrProAsnAspArgGlnPheCysMetAsnGlyLeuValPheAlaAspArgThrProHisProAlaLeuT

hrG luA laLysH i sG lnG lnG lnPhePheG lnPheArgLeuSerG lyG lnThr I leG luVa lThrSerG luTyrLeuPheArgHisSerAspAsnGluLe

uLeuH isTrpMetVa lA laLeuAspG lyLysProLeuAlaSerG lyG luVa lP roLeuAspVa lA laProG lnG lyLysG lnLeu I l eG luLeuProG lu

LeuProG lnP roG luSe rA laG lyG lnLeuTrpLeuThrVa lA rgVa lVa lG lnP roAsnA laThrA laT rpSerG luA laG lyH i s I l eSe rA laTrpG

lnG lnTrpArgLeuA laG luAsnLeuSerVa lThrLeuProA laA laSerH i sA la I leProHisLeuThrThrSerG luMetAspPheCys I l eG luLe

uGlyAsnLysArgTrpGlnPheAsnArgGlnSerGlyPheLeuSerGlnMetTrp I leGlyAspLysLysGlnLeuLeuThrProLeuArgAspGlnPhe

ThrArgAlaProLeuAspAsnAspI l eG l yVa l Se rG l uA l aTh rA rg I l eAspProAsnA laTrpVa lG luArgTrpLysA laA laG lyH isTyrG lnA

laG luA laA laLeuLeuGlnCysThrA laAspThrLeuAlaAspAlaVa lLeu I l eTh rTh rA l aH i sA l aT rpG lnH i sG lnG l yLysTh rLeuPhe I l

eSerArgLysThrTyrArg I l eAspG lySe rG lyG lnMetA la I l eThrVa lAspVa lG luVa lA laSerAspThrP roH i sP roA laArg I l eG lyLeu

AsnCysGlnLeuAlaGlnValA laGluArgValAsnTrpLeuGlyLeuGlyProGlnGluAsnTyrProAspArgLeuThrAlaAlaCysPheAspArgT

SdaI (7)
PstI  (7)

SpeI  (14)

BspHI (749)

1
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1

18

51

84

118

151

184

218
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318
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384
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451

484
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551

584

618

651

684

718

751

784

818

851
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918



GGGATCTGCCATTGTCAGACATGTATACCCCGTACGTCTTCCCGAGCGAAAACGGTCTGCGCTGCGGGACGCGCGAATTGAATTATGGCCCACACCAGTG

GCGCGGCGACTTCCAGTTCAACATCAGCCGCTACAGTCAACAGCAACTGATGGAAACCAGCCATCGCCATCTGCTGCACGCGGAAGAAGGCACATGGCTG

AATATCGACGGTTTCCATATGGGGATTGGTGGCGACGACTCCTGGAGCCCGTCAGTATCGGCGGAATTACAGCTGAGCGCCGGTCGCTACCATTACCAGT

TGGTCTGGTGTCAAAAATAATAATCTAGTCGAGAATTCGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGA

AAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACA

AGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCC

ATTTAAATGTTAATTAACTAGCCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTG

AGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTT

CCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTA

CATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGC

GCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGC

GCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGT

ATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGC

GGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTAATTAAATTTTTCAAAAGTAGTTGACAATTAATCATCGGCATAGTATAT

CGGCATAGTATAATACGACTCACTATAGGAGGGCCATCATGGCCAAGTTGACCAGTGCTGTCCCAGTGCTCACAGCCAGGGATGTGGCTGGAGCTGTTGA

GTTCTGGACTGACAGGTTGGGGTTCTCCAGAGATTTTGTGGAGGATGACTTTGCAGGTGTGGTCAGAGATGATGTCACCCTGTTCATCTCAGCAGTCCAG

GACCAGGTGGTGCCTGACAACACCCTGGCTTGGGTGTGGGTGAGAGGACTGGATGAGCTGTATGCTGAGTGGAGTGAGGTGGTCTCCACCAACTTCAGGG

ATGCCAGTGGCCCTGCCATGACAGAGATTGGAGAGCAGCCCTGGGGGAGAGAGTTTGCCCTGAGAGACCCAGCAGGCAACTGTGTGCACTTTGTGGCAGA

GGAGCAGGACTGAGGATAAGAATTGAGTTTCAGAAAAGGGGGCCTGAGTGGCCCCTTTTTTCAACTTAATTAA

MetA laLysLeuThrSerA laVa lP roVa lLeuThrA laArgAspVa lA laG lyA laVa lG l

uPheTrpThrAspArgLeuGlyPheSerArgAspPheValGluAspAspPheAlaGlyValValArgAspAspValThrLeuPheI l eSe rA l aVa lG l n

AspGlnVa lVa lProAspAsnThrLeuAlaTrpVa lTrpVa lArgGlyLeuAspGluLeuTyrAlaG luTrpSerG luVa lVa lSerThrAsnPheArgA

spA laSe rG lyP roA laMetThrG lu I l eG lyG luG lnProTrpG lyArgG luPheA laLeuArgAspProA laG lyAsnCysVa lH isPheVa lA laG l

uGluGlnAsp•••

rpAspLeuProLeuSerAspMetTyrThrProTyrValPheProSerG luAsnGlyLeuArgCysGlyThrArgGluLeuAsnTyrGlyProHisG lnTr

pArgGlyAspPheGlnPheAsnI l eSerArgTyrSerG lnG lnG lnLeuMetG luThrSerH i sArgH isLeuLeuH isA laG luG luG lyThrTrpLeu

AsnI leAspG lyPheH isMetG ly I l eG lyG lyAspAspSerTrpSerP roSerVa lSerA laG luLeuG lnLeuSerA laG lyArgTyrH i sTyrG lnL

euValTrpCysGlnLys•••

EcoRI (3934)

PacI (4215)

PacI (4955)

PacI (5471)
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