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CCTGCAGGGCCCACTAGTAACAGCTGCAAGGTCGTGGATATTTTATGGGTTTTCTTCCTCACAAAATACACTCCTATAAGCAGAGATTCCCCCCCTCCAC

CCCGAAGAGAGGTGACGCAATGTCCTCAAACACTACCACCACCCCCAATAAAAAAGAAAAGGGAAGGGGGAGCGTCTTGCAACCCCTTCGCTTCACACAA

GTCCAGCCACTCCCTTTCCTCCCAGCCGCTTCCCATCCCTTCCCCCATCCCCTAAAAAGTTTGATGACCGCAAAGGAAACCGAAAAAAAGTTGTCTTGCC

CCAGTCCTGGCGGGCCATCAGCATCTCTTTTGTTCGCTGCGAACCCACAGTCCCCCGTGACGTCACCCGGAGCCCGGGCCAATCGGCGCGCGGTCGGCTG

CGGCGGCCGGCGGGCGGGCGGGCGGGTGGGGTGGGGCGGGGCGGGGACAGCCCGGCGGGTCTCTCCTCCCCCGCGCCCCGGGCCTCCAGAGGGGCGGGAG

GGGACCGTCCCATATAAGCCCCGGCTCCCGGCGCTCGGACGCCCGCGCCGGCTGTGCTGCACAGGGGGAGGAGAGGGAACCCCAGGCGCGAGCGGGAAGA

GGGGACCTGCAGCCACAACTTCTCTGGTCCTCTGCATCCCTTCTGTCCCTCCACCCGTCCCCTTCCCCACCCTCTGGCCCCCACCTTCTTGGAGGCGACA

ACCCCCGGGAGGCATTAGAAGGGATTTTTCCCGCAGGTTGCGAAGGGAAGCAAACTTGGTGGCAACTTGCCTCCCGGTGCGGGCGTCTCTCCCCCACCGT

CTCACCATGGGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGG

TACCTAAGGATCAGCTTGGAGTTGATCCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCC

TTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGCGCTTTGCCTGGTTTCCGGCA

CCAGAAGCGGTGCCGGAAAGCTGGCTGGAGTGCGATCTTCCTGAGGCCGATACTGTCGTCGTCCCCTCAAACTGGCAGATGCACGGTTACGATGCGCCCA

TCTACACCAACGTAACCTATCCCATTACGGTCAATCCGCCGTTTGTTCCCACGGAGAATCCGACGGGTTGTTACTCGCTCACATTTAATGTTGATGAAAG

CTGGCTACAGGAAGGCCAGACGCGAATTATTTTTGATGGCGTTAACTCGGCGTTTCATCTGTGGTGCAACGGGCGCTGGGTCGGTTACGGCCAGGACAGT

CGTTTGCCGTCTGAATTTGACCTGAGCGCATTTTTACGCGCCGGAGAAAACCGCCTCGCGGTGATGGTGCTGCGTTGGAGTGACGGCAGTTATCTGGAAG

ATCAGGATATGTGGCGGATGAGCGGCATTTTCCGTGACGTCTCGTTGCTGCATAAACCGACTACACAAATCAGCGATTTCCATGTTGCCACTCGCTTTAA

TGATGATTTCAGCCGCGCTGTACTGGAGGCTGAAGTTCAGATGTGCGGCGAGTTGCGTGACTACCTACGGGTAACAGTTTCTTTATGGCAGGGTGAAACG

CAGGTCGCCAGCGGCACCGCGCCTTTCGGCGGTGAAATTATCGATGAGCGTGGTGGTTATGCCGATCGCGTCACACTACGTCTGAACGTCGAAAACCCGA

AACTGTGGAGCGCCGAAATCCCGAATCTCTATCGTGCGGTGGTTGAACTGCACACCGCCGACGGCACGCTGATTGAAGCAGAAGCCTGCGATGTCGGTTT

CCGCGAGGTGCGGATTGAAAATGGTCTGCTGCTGCTGAACGGCAAGCCGTTGCTGATTCGAGGCGTTAACCGTCACGAGCATCATCCTCTGCATGGTCAG

GTCATGGATGAGCAGACGATGGTGCAGGATATCCTGCTGATGAAGCAGAACAACTTTAACGCCGTGCGCTGTTCGCATTATCCGAACCATCCGCTGTGGT

ACACGCTGTGCGACCGCTACGGCCTGTATGTGGTGGATGAAGCCAATATTGAAACCCACGGCATGGTGCCAATGAATCGTCTGACCGATGATCCGCGCTG

GCTACCGGCGATGAGCGAACGCGTAACGCGAATGGTGCAGCGCGATCGTAATCACCCGAGTGTGATCATCTGGTCGCTGGGGAATGAATCAGGCCACGGC

GCTAATCACGACGCGCTGTATCGCTGGATCAAATCTGTCGATCCTTCCCGCCCGGTGCAGTATGAAGGCGGCGGAGCCGACACCACGGCCACCGATATTA

TTTGCCCGATGTACGCGCGCGTGGATGAAGACCAGCCCTTCCCGGCTGTGCCGAAATGGTCCATCAAAAAATGGCTTTCGCTACCTGGAGAGACGCGCCC

GCTGATCCTTTGCGAATACGCCCACGCGATGGGTAACAGTCTTGGCGGTTTCGCTAAATACTGGCAGGCGTTTCGTCAGTATCCCCGTTTACAGGGCGGC

TTCGTCTGGGACTGGGTGGATCAGTCGCTGATTAAATATGATGAAAACGGCAACCCGTGGTCGGCTTACGGCGGTGATTTTGGCGATACGCCGAACGATC

GCCAGTTCTGTATGAACGGTCTGGTCTTTGCCGACCGCACGCCGCATCCAGCGCTGACGGAAGCAAAACACCAGCAGCAGTTTTTCCAGTTCCGTTTATC

MetG lyG lySerH isH isH isH isH isH isG lyMetA laSerMetThrG lyG lyG lnG lnMetG lyArgAspLeuTyrAspAspAspAspLysV

a lProLysAspGlnLeuGlyVa lAspProVa lVa lLeuG lnArgArgAspTrpG luAsnProG lyVa lThrG lnLeuAsnArgLeuAlaA laH isProPr

oPheAlaSerTrpArgAsnSerG luGluAlaArgThrAspArgProSerG lnGlnLeuArgSerLeuAsnGlyGluTrpArgPheAlaTrpPheProAla

ProG luA laVa lP roG luSerTrpLeuG luCysAspLeuProG luA laAspThrVa lVa lVa lP roSerAsnTrpG lnMetH isG lyTyrAspA laPro I

l eTyrThrAsnVa lThrTyrPro I leThrVa lAsnProProPheValProThrGluAsnProThrGlyCysTyrSerLeuThrPheAsnValAspGluSe

rT rpLeuG lnG luG lyG lnTh rArg I l e I lePheAspGlyVa lAsnSerAlaPheHisLeuTrpCysAsnGlyArgTrpVa lG lyTyrG lyG lnAspSer

ArgLeuProSerGluPheAspLeuSerAlaPheLeuArgAlaGlyGluAsnArgLeuAlaValMetValLeuArgTrpSerAspGlySerTyrLeuGluA

spGlnAspMetTrpArgMetSerGly I lePheArgAspVa lSerLeuLeuHisLysProThrThrG ln I leSerAspPheHisValAlaThrArgPheAs

nAspAspPheSerArgAlaVa lLeuGluAlaG luVa lG lnMetCysGlyG luLeuArgAspTyrLeuArgValThrVa lSerLeuTrpGlnG lyG luThr

G l nVa lA l aSe rG l yTh rA l aP roPheG l yG l yG l u I l e I leAspGluArgGlyGlyTyrAlaAspArgValThrLeuArgLeuAsnValG luAsnProL

ysLeuTrpSerA laG lu I l eProAsnLeuTyrArgA laVa lVa lG luLeuH isThrA laAspG lyThrLeu I l eG luA laG luA laCysAspVa lG lyPh

eArgG luVa lArg I leGluAsnGlyLeuLeuLeuLeuAsnGlyLysProLeuLeuI l eA rgG lyVa lAsnArgH i sG l uH i sH i sP roLeuH i sG l yG ln

ValMetAspGluGlnThrMetValG lnAspI leLeuLeuMetLysGlnAsnAsnPheAsnAlaValArgCysSerHisTyrProAsnHisProLeuTrpT

yrThrLeuCysAspArgTyrGlyLeuTyrValVa lAspGluAlaAsnI leGluThrHisGlyMetValProMetAsnArgLeuThrAspAspProArgTr

pLeuProAlaMetSerGluArgValThrArgMetValG lnArgAspArgAsnHisProSerVal I l e I l eT rpSe rLeuG lyAsnG luSe rG l yH i sG l y

AlaAsnHisAspAlaLeuTyrArgTrp I l eLysSerVa lAspProSerArgProVa lG lnTyrG luG lyG lyG lyA laAspThrThrA laThrAsp I l e I

leCysProMetTyrA laArgVa lAspG luAspGlnProPheProAlaVa lProLysTrpSer I leLysLysTrpLeuSerLeuProG lyG luThrArgPr

oLeuI l eLeuCysG luTyrA laH isA laMetG lyAsnSerLeuG lyG lyPheA laLysTyrTrpG lnA laPheArgG lnTyrProArgLeuG lnG lyG ly

PheValTrpAspTrpValAspGlnSerLeuI leLysTyrAspGluAsnGlyAsnProTrpSerAlaTyrGlyGlyAspPheGlyAspThrProAsnAspA

rgGlnPheCysMetAsnGlyLeuValPheAlaAspArgThrProHisProAlaLeuThrG luAlaLysHisG lnG lnG lnPhePheGlnPheArgLeuSe
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CGGGCAAACCATCGAAGTGACCAGCGAATACCTGTTCCGTCATAGCGATAACGAGCTCCTGCACTGGATGGTGGCGCTGGATGGTAAGCCGCTGGCAAGC

GGTGAAGTGCCTCTGGATGTCGCTCCACAAGGTAAACAGTTGATTGAACTGCCTGAACTACCGCAGCCGGAGAGCGCCGGGCAACTCTGGCTCACAGTAC

GCGTAGTGCAACCGAACGCGACCGCATGGTCAGAAGCCGGGCACATCAGCGCCTGGCAGCAGTGGCGTCTGGCGGAAAACCTCAGTGTGACGCTCCCCGC

CGCGTCCCACGCCATCCCGCATCTGACCACCAGCGAAATGGATTTTTGCATCGAGCTGGGTAATAAGCGTTGGCAATTTAACCGCCAGTCAGGCTTTCTT

TCACAGATGTGGATTGGCGATAAAAAACAACTGCTGACGCCGCTGCGCGATCAGTTCACCCGTGCACCGCTGGATAACGACATTGGCGTAAGTGAAGCGA

CCCGCATTGACCCTAACGCCTGGGTCGAACGCTGGAAGGCGGCGGGCCATTACCAGGCCGAAGCAGCGTTGTTGCAGTGCACGGCAGATACACTTGCTGA

TGCGGTGCTGATTACGACCGCTCACGCGTGGCAGCATCAGGGGAAAACCTTATTTATCAGCCGGAAAACCTACCGGATTGATGGTAGTGGTCAAATGGCG

ATTACCGTTGATGTTGAAGTGGCGAGCGATACACCGCATCCGGCGCGGATTGGCCTGAACTGCCAGCTGGCGCAGGTAGCAGAGCGGGTAAACTGGCTCG

GATTAGGGCCGCAAGAAAACTATCCCGACCGCCTTACTGCCGCCTGTTTTGACCGCTGGGATCTGCCATTGTCAGACATGTATACCCCGTACGTCTTCCC

GAGCGAAAACGGTCTGCGCTGCGGGACGCGCGAATTGAATTATGGCCCACACCAGTGGCGCGGCGACTTCCAGTTCAACATCAGCCGCTACAGTCAACAG

CAACTGATGGAAACCAGCCATCGCCATCTGCTGCACGCGGAAGAAGGCACATGGCTGAATATCGACGGTTTCCATATGGGGATTGGTGGCGACGACTCCT

GGAGCCCGTCAGTATCGGCGGAATTACAGCTGAGCGCCGGTCGCTACCATTACCAGTTGGTCTGGTGTCAAAAATAATAATCTAGTCGAGAATTCGCTAG

CTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTAT

TTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAG

GGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCCATTTAAATGTTAATTAACTAGCCATGACCAAAATCCCTTAACG

TGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAA

AAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTG

TTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAG

TGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGC

TTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAA

GCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCG

TCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCAC

ATGTTCTTAATTAAATTTTTCAAAAGTAGTTGACAATTAATCATCGGCATAGTATATCGGCATAGTATAATACGACTCACTATAGGAGGGCCATCATGGC

CAAGTTGACCAGTGCTGTCCCAGTGCTCACAGCCAGGGATGTGGCTGGAGCTGTTGAGTTCTGGACTGACAGGTTGGGGTTCTCCAGAGATTTTGTGGAG

GATGACTTTGCAGGTGTGGTCAGAGATGATGTCACCCTGTTCATCTCAGCAGTCCAGGACCAGGTGGTGCCTGACAACACCCTGGCTTGGGTGTGGGTGA

GAGGACTGGATGAGCTGTATGCTGAGTGGAGTGAGGTGGTCTCCACCAACTTCAGGGATGCCAGTGGCCCTGCCATGACAGAGATTGGAGAGCAGCCCTG

GGGGAGAGAGTTTGCCCTGAGAGACCCAGCAGGCAACTGTGTGCACTTTGTGGCAGAGGAGCAGGACTGAGGATAAGAATTGAGTTTCAGAAAAGGGGGC

CTGAGTGGCCCCTTTTTTCAACTTAATTAA

r G l y G l n T h r I leG luVa lThrSerG luTyrLeuPheArgHisSerAspAsnGluLeuLeuHisTrpMetVa lA laLeuAspGlyLysProLeuAlaSer

G lyG luVa lP roLeuAspVa lA laP roG lnG lyLysG lnLeu I l eG luLeuProG luLeuProG lnProG luSerA laG lyG lnLeuTrpLeuThrVa lA

rgVa lVa lG l nP roAsnA l aTh rA l aT rpSe rG l uA l aG l yH i s I l eSerA laTrpG lnG lnTrpArgLeuAlaG luAsnLeuSerVa lThrLeuProA l

aA l aSe rH i sA l a I leProHisLeuThrThrSerG luMetAspPheCys I leGluLeuGlyAsnLysArgTrpGlnPheAsnArgGlnSerGlyPheLeu

SerG lnMetTrp I leGlyAspLysLysGlnLeuLeuThrProLeuArgAspGlnPheThrArgAlaProLeuAspAsnAspI l eG l yVa l Se rG l uA l aT

hrArg I leAspProAsnAlaTrpVa lG luArgTrpLysA laA laG lyH isTyrG lnA laG luA laA laLeuLeuG lnCysThrA laAspThrLeuAlaAs

pA laVa lLeu I l eTh rTh rA l aH i sA l aT rpG lnH i sG lnG l yLysTh rLeuPhe I leSerArgLysThrTyrArg I l eAspG lySerG lyG lnMetA la

I l eThrVa lAspVa lG luVa lA laSerAspThrP roH i sP roA laArg I leG lyLeuAsnCysGlnLeuAlaG lnVa lA laG luArgVa lAsnTrpLeuG

lyLeuGlyProGlnGluAsnTyrProAspArgLeuThrAlaAlaCysPheAspArgTrpAspLeuProLeuSerAspMetTyrThrProTyrValPhePr

oSerG luAsnGlyLeuArgCysGlyThrArgGluLeuAsnTyrGlyProHisG lnTrpArgGlyAspPheGlnPheAsnI l eSe rArgTyrSe rG lnG ln

G lnLeuMetG luThrSerH isArgH isLeuLeuH isA laG luG luG lyThrTrpLeuAsn I leAspG lyPheH isMetG ly I leG lyG lyAspAspSerT

rpSerProSerVa lSerA laG luLeuG lnLeuSerA laG lyArgTyrH isTyrG lnLeuVa lTrpCysG lnLys•••

MetAl

aLysLeuThrSerAlaVa lProVa lLeuThrAlaArgAspValA laG lyAlaVa lG luPheTrpThrAspArgLeuGlyPheSerArgAspPheValG lu

AspAspPheAlaGlyValValArgAspAspValThrLeuPheI leSerA laVa lG lnAspG lnVa lVa lP roAspAsnThrLeuAlaTrpVa lTrpVa lA

rgG lyLeuAspG luLeuTyrA laG luTrpSerG luVa lVa lSerThrAsnPheArgAspAlaSerG lyProA laMetThrG lu I l eG l yG l uG l nP roT r

pGlyArgGluPheAlaLeuArgAspProAlaG lyAsnCysValH isPheValA laG luG luG lnAsp•••
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