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Pstl (6)
Sdal (6)
1 CCTGCAGGACCTTGCTTCCTAGCTGGGCCTTTCCTTCTCCTCTATAAATACCAGCTCTGGTATTTCGCCTTGGCAGCTGTTGCTG CTAGGGAGACGGCTG

Nsil (112)
101 GCTTGACATGCATCTCCTGACAAAACACAAACCCGTGGTGTGAGTGGGTGTGGGCGGTGTGAGTAGGGGGATGAATCAGAGAGGGGGCGAGGGAGACAGG

201 GGCGCAGGAGTCAGGCAAAGGCGATGCGGGGGTGCGACTACACGCAGTTGGAAACAGTCGTCAGAAGATTCTGGAAACTATCTTGCTGGCTATAAACTTG

Nsil (376)
301 AGGGAAGCAGAAGGCCAACATTCCTCCCAAGGGAAACTGAGGCTCAGAGTTAAAACCCAGGTATCAGTGATATGCATGTGCCCCGGCCAGGGTCACTCTC

Acc651 (410)
Agel (407)
401 TGACTAACCGGTACCTACCCTACAGGCCTACCTAGAGACTCTTTTGAAAGGATGGTAGAGACCTGTCCGGGCTTTGCCCACAGTCGTTGGAAACCTCAGC

501 ATTTTCTAGGCAACTTGTGCGAATAAAACACTTCGGGGGTCCTTCTTGTTCATTCCAATAACCTAAAACCTCTCCTCGGAGAAAATAGGGGGCCTCAAAC

Eagl (665)
Nael (665)
601 AAACGAAATTCTCTAGCCCGCTTTCCCCAGGATAAGGCAGGCATCCAAATGGAAAAAAAGGGGCCGGCCGGGGGTCTCCTGTCAGCTCCTTGCCCTGTGA

701 AACCCAGCAGGCCTGCCTGTCTTCTGTCCTCTTGGGGCTGTCCAGGGGCGCAGGCCTCTTGCGGGGGAGCTGGCCTCCCCGCCCCCTCGCCTATGGLCGC

PstI (831)
BamHI (822) Kasl (846)
801 CCTTTTCCTGGCAGGACAGAGGGATCCTGCAGCTGTCAGGGGAGGGGCGCCGGGGGGTGATGTCAGGAGGGCTACAAATAGTGCAGACAGCTAAGGGGCT

Nael (930) Ncol (990)
901 CCGTCACCCATCTTCACATCCACTCCAGCCGGCTGCCCGCCCGCTGCCTCCTCTGTGCGTCCGCCCAGCCAGCCTCGTCCACGCCGCCACCATGGGGGGT
-+ Me tGlyGly
Bsu36I (1089)
Nhel (1028) Acc65I (1084)
1001 TCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGTACCTAAGGATCAGC
4k Ser Hi sHi sHisHisHisHi sGl yMe tAl aSer Me t Thr Gl yGl yGI nGl nMe tGl yArgAspLeuTyrAspAspAspAspLysVal ProLysAspGlnL
1101 TTGGAGTTGATCCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCG
37k euGlyValAspProVal Val LeuGl nArgArgAspTrpGl uAsnProGlyVal Thr Gl nLeuAsnArgLeuAl aAl aHi sProProPheAl aSer TrpAr
Fspl (1244)
1201 TAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGCGCTTTGCCTGGTTTCCGGCACCAGAAGCGGTGCCG
70F gAsnSer Gl uGl uAl aArgThrAspArgProSer Gl nGl nLeuArgSer LeuAsnGl yGl uTrpArgPheAl aTrpPheP roAl aProGluAlaValPro
Bsu36I (1326)
1301 GAAAGCTGGCTGGAGTGCGATCTTCCTGAGGCCGATACTGTCGTCGTCCCCTCAAACTGGCAGATGCACGGTTACGATGCGCCCATCTACACCAACGTAA
104k GluSer TrpLeuGl uCysAspLeuProGl uAl aAspThrVal Val Val ProSerAsnTrpGlnMetHisGlyTyrAspAlaProl leTyrThrAsnVal T
1401 CCTATCCCATTACGGTCAATCCGCCGTTTGTTCCCACGGAGAATCCGACGGGTTGTTACTCGCTCACATTTAATGTTGATGAAAGCTGGCTACAGGAAGG
137Fhr TyrProl leThrValAsnProProPheValProThr GluAsnProThr Gl yCysTyrSer LeuThr PheAsnValAspGl uSer TrpLeuGl nGl uGl
1501 CCAGACGCGAATTATTTTTGATGGCGTTAACTCGGCGTTTCATCTGTGGTGCAACGGGCGCTGGGTCGGTTACGGCCAGGACAGTCGTTTGCCGTCTGAA
170k yGInThrArgllel |l ePheAspGlyValAsnSer Al aPheHisLeuTrpCysAsnGlyArgTrpVal GlyTyrGlyGl nAspSerArgLeuProSerGlu
1601 TTTGACCTGAGCGCATTTTTACGCGCCGGAGAAAACCGCCTCGCGGTGATGGTGCTGCGTTGGAGTGACGGCAGTTATCTGGAAGATCAGGATATGTGGC
204F PheAspLeuSer Al aPheLeuArgAl aGl yGl uAsnArgLeuAl aValMetVal LeuArgTrpSerAspGlySer TyrLeuGl uAspGl nAspMe tTrpA
AatIl (1725)
1701 GGATGAGCGGCATTTTCCGTGACGTCTCGTTGCTGCATAAACCGACTACACAAATCAGCGATTTCCATGTTGCCACTCGCTTTAATGATGATTTCAGCCG
237FrgMetSer Glyl | ePheArgAspVal Ser LeuLeuHisLysProThr Thr Gl nl | eSerAspPheHisValAl aThr ArgPheAsnAspAspPheSerAr
1801 CGCTGTACTGGAGGCTGAAGTTCAGATGTGCGGCGAGTTGCGTGACTACCTACGGGTAACAGTTTCTTTATGGCAGGGTGAAACGCAGGTCGCCAGCGGC
270k gAlaVal LeuGl uAl aGluVal Gl nMe tCysGl yGluLeuArgAspTyrLeuArgVal Thr Val Ser LeuTrpGl nGlyGluThr Gl nValAl aSerGly
Clal (1926)

1901 ACCGCGCCTTTCGGCGGTGAAATTATCGATGAGCGTGGTGGTTATGCCGATCGCGTCACACTACGTCTGAACGTCGAAAACCCGAAACTGTGGAGCGCCG
304k Thr Al aProPheGlyGlyGlul lel | eAspGl uArgGl yGl yTyrAl aAspArgVal Thr LeuArgLeuAsnVal Gl uAsnProLysLeuTrpSerAl aG
2001 AAATCCCGAATCTCTATCGTGCGGTGGTTGAACTGCACACCGCCGACGGCACGCTGATTGAAGCAGAAGCCTGCGATGTCGGTTTCCGCGAGGTGCGGAT
337k lul leProAsnLeuTyrArgAlaVal Val GluLeuHi sThr Al aAspGlyThrLeul | eGl uAl aGl uAl aCysAspVal Gl yPheArgGluValArgl
2101 TGAAAATGGTCTGCTGCTGCTGAACGGCAAGCCGTTGCTGATTCGAGGCGTTAACCGTCACGAGCATCATCCTCTGCATGGTCAGGTCATGGATGAGCAG
370F eGl uAsnGlyLeuLeulLeulLeuAsnGlyLysProLeulLeul | eArgGlyValAsnArgHisGl uHisHisProLeuHisGlyGlnValMetAspGluGln

EcoRV (2215) Dralll (2292)

2201 ACGATGGTGCAGGATATCCTGCTGATGAAGCAGAACAACTTTAACGCCGTGCGCTGTTCGCATTATCCGAACCATCCGCTGTGGTACACGCTGTGCGACC

4Q4F ThrMetVal Gl nAspl | eLeuLeuMetLysGl nAsnAsnPheAsnAl aValArgCysSerHisTyrProAsnHisProLeuTrpTyrThr LeuCysAspA
SspI (2332)

2301 GCTACGGCCTGTATGTGGTGGATGAAGCCAATATTGAAACCCACGGCATGGTGCCAATGAATCGTCTGACCGATGATCCGCGCTGGCTACCGGCGATGAG

437FrgTyrGlyLeuTyrVal ValAspGluAl aAsnl | eGluThrHi sGlyMetVal ProMetAsnArgLeuThrAspAspProArgTrpLeuP roAl aMetSe
BsaBI (2428)

2401 CGAACGCGTAACGCGAATGGTGCAGCGCGATCGTAATCACCCGAGTGTGATCATCTGGTCGCTGGGGAATGAATCAGGCCACGGCGCTAATCACGACGCG

470k rGluArgVal ThrArgMetVal Gl nArgAspArgAsnHisProSerVal l lel | eTrpSerLeuGl yAsnGl uSer Gl yHi sGl yAl aAsnHi sAspAl a

BssHII

2501 CTGTATCGCTGGATCAAATCTGTCGATCCTTCCCGCCCGGTGCAGTATGAAGGCGGCGGAGCCGACACCACGGCCACCGATATTATTTGCCCGATGTACG

504k LeuTyrArgTrpl leLysSerValAspProSerArgProVal GInTyrGluGl yGl yGl yAl aAspThr ThrAlaThrAspllel leCysProMetTyrA

2601 CGCGCGTGGATGAAGACCAGCCCTTCCCGGCTGTGCCGAAATGGTCCATCAAAAAATGGCTTTCGCTACCTGGAGAGACGCGCCCGCTGATCCTTTGCGA

537F | aAraVal AspGl uAspGlnProPheProAlaVal ProLysTrpSer | lelLysLysTrpLeuSerLeuProGlyGluThrAraProLeul | eLeuCysGl




2701 ATACGCCCACGCGATGGGTAACAGTCTTGGCGGTTTCGCTAAATACTGGCAGGCGTTTCGTCAGTATCCCCGTTTACAGGGLGGCTTCGTCTGGGACTGG
570k uTyrAl aHi sAl aMe tGl yAsnSer LeuGl yGl yPheAl aLysTyrTrpGl nAl aPheArgGInTyrProArgLeuGl nGl yGlyPheVal TrpAspTrp
2801 GTGGATCAGTCGCTGATTAAATATGATGAAAACGGCAACCCGTGGTCGGCTTACGGCGGTGATTTTGGCGATACGCCGAACGATCGCCAGTTCTGTATGA
604k ValAspGInSerLeul | eLysTyrAspGl uAsnGl yAsnProTrpSerAl aTyrGl yGl yAspPheGl yAspThr ProAsnAspArgGl nPheCysMe tA
Eco47IIT (2937)
2901 ACGGTCTGGTCTTTGCCGACCGCACGCCGCATCCAGCGCTGACGGAAGCAAAACACCAGCAGCAGTTTTTCCAGTTCCGTTTATCCGGGCAAACCATCGA
637FsnGlyLeuVal PheAl aAspArgThrProHi sProAl aLeuThr Gl uAl aLysHi sGI nGl nGlI nPhePheGl nPheArgLeuSer Gl yGI nThr | | eGl
Sacl (3042)
3001 AGTGACCAGCGAATACCTGTTCCGTCATAGCGATAACGAGCTCCTGCACTGGATGGTGGCGCTGGATGGTAAGCCGCTGGCAAGCGGTGAAGTGCCTCTG
670F uVval Thr Ser Gl uTyrLeuPheArgHi sSerAspAsnGluLeuLeuHisTrpMetValAl aLeuAspGlyLysProLeuAl aSer GlyGluValProlLeu
3101 GATGTCGCTCCACAAGGTAAACAGTTGATTGAACTGCCTGAACTACCGCAGCCGGAGAGCGCCGGGCAACTCTGGCTCACAGTACGCGTAGTGCAACCGA
704k AspValAl aProGlnGlyLysGlnLeul | eGluLeuProGluLeuProGlnProGluSerAlaGlyGlnLeuTrpLeuThrValArgValVal Gl nProA
3201 ACGCGACCGCATGGTCAGAAGCCGGGCACATCAGCGCCTGGCAGCAGTGGCGTCTGGCGGAAAACCTCAGTGTGACGCTCCCCGCCGCGTCCCACGCCAT
737F snAlaThrAlaTrpSerGluAlaGlyHisl leSerAlaTrpGlnGlnTrpArgLeuAl aGl uAsnLeuSer Val Thr LeuP roAl aAl aSer HisAl al |
3301 CCCGCATCTGACCACCAGCGAAATGGATTTTTGCATCGAGCTGGGTAATAAGCGTTGGCAATTTAACCGCCAGTCAGGCTTTCTTTCACAGATGTGGATT
770k eProHisLeuThr Thr Ser Gl uMe tAspPheCys| | eGl uLeuGl yAsnLysArgTrpGl nPheAsnArgGl nSer Gl yPheLeuSer GInMetTrpl | e
3401 GGCGATAAAAAACAACTGCTGACGCCGCTGCGCGATCAGTTCACCCGTGCACCGCTGGATAACGACATTGGCGTAAGTGAAGCGACCCGCATTGACCCTA
804k Gl yAspLysLysGlnLeuLeuThrProLeuArgAspGl nPheThrArgAl aProLeuAspAsnAspl | eGlyVal Ser GluAl aThrArgl | eAspProA
3501 ACGCCTGGGTCGAACGCTGGAAGGCGGCGGGCCATTACCAGGCCGAAGCAGCGTTGTTGCAGTGCACGGCAGATACACTTGCTGATGCGGTGCTGATTAC
837FsnAlaTrpVal GluArgTrpLysAl aAl aGl yHi sTyrGl nAl aGl uAl aAl aLeuLeuGl nCysThr Al aAspThr LeuAl aAspAlaValLeul | eTh
3601 GACCGCTCACGCGTGGCAGCATCAGGGGAAAACCTTATTTATCAGCCGGAAAACCTACCGGATTGATGGTAGTGGTCAAATGGCGATTACCGTTGATGTT
870F r Thr Al aHi sAl aTrpGl nHi sGInGlyLysThrLeuPhel | eSerArgLysThr TyrArgl | eAspGlySer Gl yGInMetAl al leThrValAspVal
3701 GAAGTGGCGAGCGATACACCGCATCCGGCGCGGATTGGCCTGAACTGCCAGCTGGCGCAGGTAGCAGAGCGGGTAAACTGGCTCGGATTAGGGCCGCAAG
904F GluValAl aSerAspThrProHisProAlaArglleGlyLeuAsnCysGlnLeuAl aGlnValAl aGluArgValAsnTrpLeuGlyLeuGlyProGlnG
Bst11071 (3864)
BspLUI11I (3861) BsiWI (3872)
3801 AAAACTATCCCGACCGCCTTACTGCCGCCTGTTTTGACCGCTGGGATCTGCCATTGTCAGACATGTATACCCCGTACGTCTTCCCGAGCGAAAACGGTCT
937F luAsnTyrProAspArgLeuThr Al aAl aCysPheAspArgT rpAspLeuProLeuSerAspMetTyrThrProTyrVal PheProSer Gl uAsnGlylLe
3901 GCGCTGCGGGACGCGCGAATTGAATTATGGCCCACACCAGTGGCGCGGCGACTTCCAGTTCAACATCAGCCGCTACAGTCAACAGCAACTGATGGAAACC
970 uArgCysGlyThrArgGluLeuAsnTyrGlyProHi sGInTrpArgGl yAspPheGl nPheAsn| | eSerArgTyrSer Gl nGl nGl nLeuMe tGl uThr
Ndel (4059)
4001 AGCCATCGCCATCTGCTGCACGCGGAAGAAGGCACATGGCTGAATATCGACGGTTTCCATATGGGGATTGGTGGCGACGACTCCTGGAGCCCGTCAGTAT
1004F Ser Hi sArgHi sLeuLeuHi sAl aGl uGl uGl yThr TrpLeuAsnl | eAspGl yPheHisMetGlyl | eGl yGl yAspAspSer TrpSerProSerVal S
Nhel (4181)
EcoRI (4175)
4101 CGGCGGAATTACAGCTGAGCGCCGGTCGCTACCATTACCAGTTGGTCTGGTGTCAAAAATAATAATCTAGTCGAGAATTCGCTAGCTCGACATGATAAGA
1037Fer Al aGluLeuGl nLeuSerAl aGl yArgTyrHisTyrGlnLeuVal TrpCysGlnLyseee _—
4201 TACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGA

Mfel (4355)
4301 TGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAG

Dral (4443)
Dral (4404) Swal (4446)
4401 GTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCCATTTAAATGTTAATTAACTAGCCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCA

[

4501 CTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCA

4601 GCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGC

4701 CGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTG

4801 TCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACC

4901 TACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAA

5001 CAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATG

BspLUIII (5184)
5101 CTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTAATTAAA

Msel  (5284)
Asel (5222) SHil  (5273)
5201 TTTTTCAAAAGTAGTTGACAATTAATCATCGGCATAGTATATCGGCATAGTATAATACGACTCACTATAGGAGGGCCATCATGGCCAAGTTGACCAGTGC
- 1#FMetAlaLysLeuThr SerAl

5301 TGTCCCAGTGCTCACAGCCAGGGATGTGGCTGGAGCTGTTGAGTTCTGGACTGACAGGTTGGGGTTCTCCAGAGATTTTGTGGAGGATGACTTTGCAGGT
7FaValProValLeuThrAl aArgAspValAlaGlyAlaVal Gl uPheTrpThrAspArgLeuGlyPheSer ArgAspPheVal Gl uAspAspPheAl aGly
5401 GTGGTCAGAGATGATGTCACCCTGTTCATCTCAGCAGTCCAGGACCAGGTGGTGCCTGACAACACCCTGGCTTGGGTGTGGGTGAGAGGACTGGATGAGC
41k Val ValArgAspAspVal Thr LeuPhel | eSerAlaVal Gl nAspGlnVal Val ProAspAsnThr LeuAl aTrpVal TrpValArgGlyLeuAspGl ulL
5501 TGTATGCTGAGTGGAGTGAGGTGGTCTCCACCAACTTCAGGGATGCCAGTGGCCCTGCCATGACAGAGATTGGAGAGCAGCCCTGGGGGAGAGAGTTTGC
74k euTyrAl aGluTrpSerGluVal Val Ser ThrAsnPheArgAspAl aSer Gl yProAl aMetThr Glul | eGlyGl uGlI nProTrpGl yArgGl uPheAl
Dralll (5634)
5601 CCTGAGAGACCCAGCAGGCAACTGTGTGCACTTTGTGGCAGAGGAGCAGGACTGAG
107k aLeuArgAspProAl aGl yAsnCysVal Hi sPheValAl aGl uGl uGl nAspeee
5701
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